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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTREANFAVVR 74
NTDB id 75400 THMIRH RS02655 WP 173290495.1 MTPIQNHLHALLTAFVKQKGSDLFITANAPVSYKKDGKMHALTKETLTPEMAEQLTLGLMNESQRQDFLSHQECNFAYQI 80
NTDB id 1203 PSJM300 01605 AFN76401.1 .....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISA 75
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILN 75
NTDB id 1307 DR RS10055 WP 010888596.1 .MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFAL 79
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFEI 75
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFEI 75
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFSFEV 75
NTDB id 1202 PSJM300 01600 AFN76400.1 .....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFSFEV 75
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 D..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGH 152
NTDB id 75400 THMIRH RS02655 WP 173290495.1 PG.LSRFRVNAFKQLNQSGLVIRVINSKIPEFADLNLPEVLLDLIMQQRGLILFVGGTGSGKSTSLAALIGHRNANSQGH 159
NTDB id 1203 PSJM300 01605 AFN76401.1 RG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGH 154
NTDB id 1019 ACIAD RS04205 WP 004922051.1 REKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGH 155
NTDB id 1307 DR RS10055 WP 010888596.1 GD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLH 158
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEH 154
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEH 154
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHH 154
NTDB id 1202 PSJM300 01600 AFN76400.1 PG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHH 154
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNAN 232
NTDB id 75400 THMIRH RS02655 WP 173290495.1 IITIEDPVEFVHPHKGCIVTQREVGVDTESYEIALKNTLRQAPDVILIGEIRAHETMEHAITFAETGHLCLSTLHANNAN 239
NTDB id 1203 PSJM300 01605 AFN76401.1 IISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNAN 234
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNAN 235
NTDB id 1307 DR RS10055 WP 010888596.1 ILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAP 238
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSAT 234
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSAT 234
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
NTDB id 1202 PSJM300 01600 AFN76400.1 ILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGM 312
NTDB id 75400 THMIRH RS02655 WP 173290495.1 QAIDRIINFFSEERRAQLLMDLSLNLKAIISQRLIPKI.GGGRVAAIEILINTPRMADLIFKGQIAEMKTLIKASEEAGM 318
NTDB id 1203 PSJM300 01605 AFN76401.1 QALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGM 314
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGM 315
NTDB id 1307 DR RS10055 WP 010888596.1 ESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGM 318
NTDB id 1283 ACE17W RS02630 WP 010947729.1 KTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK.KNKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGM 313
NTDB id 1259 GCO85 RS10305 WP 010947729.1 KTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK.KNKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGM 313
NTDB id 1194 PAKAF RS01995 WP 003084552.1 KTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIK.KIGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGSLGM 313
NTDB id 1202 PSJM300 01600 AFN76400.1 KTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLK.KVGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGSLGM 313
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG...SGSLQNVKID....ME................. 368
NTDB id 75400 THMIRH RS02655 WP 173290495.1 QTFDQALFKLYEAQQITYEDALRNADSMNDLRLLIKLNSQLPQPQQDEPQA...PVT....MQTDA.............. 377
NTDB id 1203 PSJM300 01605 AFN76401.1 QTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTLE....MSDDDPGRSFR........ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERK....MTFDGQRRNLK........ 383
NTDB id 1307 DR RS10055 WP 010888596.1 VTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPAT 398
NTDB id 1283 ACE17W RS02630 WP 010947729.1 QTLDQHLTELVNKNIISKHTAHEAALNKSLF................................................. 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 QTLDQHLTELVNKNIISKHTAHEAALNKSLF................................................. 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 QTLDMCLKGLVAKGLISRENAREKAKIPENF................................................. 344
NTDB id 1202 PSJM300 01600 AFN76400.1 QTLDSCLKGLLAKGLISRDSAKEKAKQPENF................................................. 344
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