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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 75399 THMIRH RS01890 WP 173290216.1 .MARGVNKVILVGTLGRDPEVKYAANGNAIANLSIATSEQWNDRATGEKQEKTEWHRVVIFGKLADIAGQYLKKGSQVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**! !!*!!*******!*!******!!!!*!*!* *!** !*!!!!********!**!!*!!*!!* !!*

logo EGQKR I
L
K
Q
S
TRKYWQGDKQANSDTGI

Q
E
DRTYSTAYTDEVIQVGVAI

Q
D
G
F
YNDG

N
I
Q
V
E
L
MKQMLDGSGGRAGSNGQSEGQRNSGDGFMTAAGPAFGYENQDGNQEGMSYNQGGQGSFQAPQEMWANYQARPQAQPMGNTVMNPAGYQNQSGSGRW

Y
S
G
D
Q
N
P
Q

A
Q
Y

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKD.GIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ..EAYQRPAQ.......QSR..... 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKD.GIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ..EAYQRPAQ.......QSR..... 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQN.GQDRYTTEIQG....DVLQMLDSRSSG.GDFGGNQGSG......WNQAPAQ...TNYNQGGYSDNY 143
NTDB id 75399 THMIRH RS01890 WP 173290216.1 EGKLQTRKWQDQATGQDRYATEVV.IDFNGQMQMLGGGGGR.GDTAFDNGSQGGFAPQMNQAPQQPMGNMGNQGGYGQQA 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQS.GQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMN................VPAQQGSWGQPQ 142
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NTDB id 1131 NGFG RS05740 WP 003695064.1 .QPAPDAPS............HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .QPASDAPS............HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 A....QNNNFNGGN.........ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 75399 THMIRH RS01890 WP 173290216.1 PMAAPQAPSYGGGQGGYGQQAPAQNNPSPMQRAPAY..APNDFDDDDVPF 205
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPAK..............QHQPMQQSAPQQYSQPQYNEPPMDF.DDDIPF 177
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