
logo MKTKRSKVWLALAGVTALLASGAVGAVLAACSGSGKSGSNATKSGEQTTFYAGFYTVYENSTSDPDENSTLNDYLITTSGNKTAGAPTAKDTSAIVTVSTNVGI
VDGLLMESADRKFYGNLVPSMVAEDWS

NTDB id 75374 UKS RS08055 WP 156012608.1 MKTRKVLALAGVTLLAAGVLAACSGGSGAKGEQTFAFTYETDPDNLNYLTTGKAATADITSNVIDGLLESDRFGNLVPSMAEDWS 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSG.TTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDWS 84
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG.TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWS 84
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSG.TTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWS 84
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logo VSQKDGLTYTYKIRQKDGAVIKWYTSDEGEEYADPNVKTAQKDFVTGLKYHATADGKSKSAEGAGI
LYLVQDS IKAGLDSADYALKSGAETI

NKDFSQNVGI
VKALIDEDQYTVLQY

NTDB id 75374 UKS RS08055 WP 156012608.1 VSKDGLTYTYKIRQDAKWYTSEGEEYAPVKAQDFVTGLKYATDKKSEGLYLVQDSIKGLDAYAKGEIKDFSQVGIKALDDQTVQY 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQY 169
NTDB id 324 STU RS16140 WP 011226306.1 VSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQY 169
NTDB id 292 STER RS06940 WP 011681419.1 VSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQY 169
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logo TLNKKQPESPFYWNSKTTMYGSVLLASFPVNEEDFLNKSNKGDKDFAGKASTDPSTS I LYNGPYFLLKS ILVTTAKSTSVI EFLATVKNPEHNYWDKDKNVHI
FDKAVIKFLSFYW

YDG
NTDB id 75374 UKS RS08055 WP 156012608.1 TLNKPESFWNSKTTMGVLAPVNEEFLNSKGDDFAKATDPSSILYNGPYLLKSIVTKSTVEFAKNPNYWDKDNVHIDKVKLSFWDG 255
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYDG 254
NTDB id 324 STU RS16140 WP 011226306.1 TLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDG 254
NTDB id 292 STER RS06940 WP 011681419.1 TLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDG 254
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logo

Q
SDTQESDKAPLAEVERNGFKTDGSALYNSALFARLVFYPTSASSNFYSAESLVEKEKMYKDNI FVYYTQAQPDGSATSTYSVAVIGTVINLIDRQSYKFYSTSAKTKSTEDAESQEKSTSTKKALLNKDFRQSA

NTDB id 75374 UKS RS08055 WP 156012608.1 QDTSKPAENFKDGSLSAARLYPTSASFAELEKEMKDNIVYTQQDSTTYVVGTNIDRQSYKYTSKTSEEQKTSTKKALLNKDFRQA 340
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQS 339
NTDB id 324 STU RS16140 WP 011226306.1 SDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQA 339
NTDB id 292 STER RS06940 WP 011681419.1 SDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQA 339
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logo IANFGAFIDRKTAYAQSQLMINGQKTDGAASTKLGIALVRNI
LFVPPSTDFVQSADGGDKNTFGDMLVKTEKLMVSTSYGDEWKSDGVNFLTADAGSQDGLYNPAEKAKATEFAKAKESDTAL

NTDB id 75374 UKS RS08055 WP 156012608.1 IAFGFDRTAYASQLNGQTGASKILRNIFVPPTFVQADGKNFGDMVKEKLVTYGDEWKDVNLADAQDGLYNPEKAKAEFAKAKSAL 425
NTDB id 475 HSISS4 RS07005 WP 021143809.1 INFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKETL 424
NTDB id 324 STU RS16140 WP 011226306.1 INFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDAL 424
NTDB id 292 STER RS06940 WP 011681419.1 INFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDAL 424
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logo QAEDGVQFP IHLDMLPVNDQTSASTKI
T
L
K
NVQARQAVQSMLKQSTLI EAQKTSLGTSDENVI

V IDVIQNQLQSKSDEDI
V
L
L
Q
ENAVTLFNAQATNAAGAEDWDI SDNGNSVAIGWAGPDFYSQDPS

NTDB id 75374 UKS RS08055 WP 156012608.1 QAEGVQFPIHLDMPVDQTATTKVQRVQSMKQSLEATLGTDNVIIDIQQLQKDEVLNVTLFAQTAAGEDWDISDNVGWGPDFSDPS 510
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPS 509
NTDB id 324 STU RS16140 WP 011226306.1 QADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPS 509
NTDB id 292 STER RS06940 WP 011681419.1 QADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPS 509
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logo TYLDI IFKPTSTVSGSENTRKATYFLMGFYDSDGPKNDNEAAAKAKQVGLNKDYDKAMLVLDNESAGAESETSTDVLTNAKVRYNDKRYAEQAQAWLTEDSASLVIPTLTSVRGTNGARAPAIVLI S
NTDB id 75374 UKS RS08055 WP 156012608.1 TYLDIIKPSVGENTRTYLGFDSGKDNEAAKKVGLNDYDKMVNEAGEETTDVTKRYNKYAEAQAWLTDSALVIPTTSRTG.RPILS 594
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TYLDIFKTTSSENTKTFMGYDDPN.NAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
NTDB id 324 STU RS16140 WP 011226306.1 TYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAIS 593
NTDB id 292 STER RS06940 WP 011681419.1 TYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
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logo

K
R
M
L
V
TPFTLGPAFSMSLFQSVGNDKGNTSSDSPSNLDRYFYIKYLVEKLPQDEKAVVTAKDKEYQEKQASQRDEKWMLKEKEKAESNKEKAQEKEDLAENKHVK

NTDB id 75374 UKS RS08055 WP 156012608.1 KMVPFTLPFSFSGNKGTSDPLRYKYLELQDKAVTADEYQKAQDKWMKEKEESNKKAQEELANHVK 659
NTDB id 475 HSISS4 RS07005 WP 021143809.1 RLTPFTGASMQVGDKNS..SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 RLTPFTGASLQVGDKNS.SNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 RLTPFTGASLQVGDKNS.SNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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X non conserved

X similar

X ≥ 50% conserved


