
logo

MT
M
G
SKKR I LLI ILVEKDERKNLAHRFLVSLELEQKHEQGYADRTVDEVI

Q
T

A
K
V

E
D
E
NGQREKSAGLSEEMATLEQSTKDFYDL I LLNDALHMLEPDELMTDAGQFDEFVTADRERLQRSKQRTEKPDATPSYVI IMVML

M
D
T
H
ARED

NTDB id 75372 UKS RS08010 WP 156012595.1 .MGKRILLLEKERNLAHFLSLELQKEQYRVDQVEEGQKALSMALQTDYDLILLNAHLEDMTAQDFADELSRTKPASVIMVLDHRE 84
NTDB id 471 HSISS4 RS01430 WP 002883757.1 .MSKRILIVEDEKNLARFVSLELQHEGYDVVTADNGREGLEMALEKDFDLILLDLMLPEMDGFEVTRRLQQEKDTY.IMMMTARD 83
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDNGRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRKEKDTP.IIMMTARD 84
consensus **!*!!**!*!*!!!*!*!!!!**!*! ** **!* *!**!* *!*!!!!!***!***********! **!** !*****!*

logo

D
S
I
L
T

Q
MDI

Q
R

I
V
E
A
T
G
I
L
Q
D
I
R
F
GAVDSDYITVYKPVF IA IDEDELVLARVIARAFITFRGREQREDFHI EGIADHQAHCKVNSAEQMPRKAEKVANPSTTSFYRNDLKRVI

L
MDKVEQTHNHRTVHVYRGDEKKEAMVIADPLTKRREFYDLLALNTL

NTDB id 75372 UKS RS08010 WP 156012595.1 DLQDQIETIQRFAVSYIYKPVIIDDLVARIAAIFRGRDFIDQHCSQMKVPTSYRNLRMDVEHHTVYRGEEMIALTRREYDLLATL 169
NTDB id 471 HSISS4 RS01430 WP 002883757.1 SIMDIVAGLDRGADDYIVKPFAIEELLARIRATFRRQDIEAA.KNAPAKASTYRDLKLDVQNRTVVRGDEAIPLTKREFDLLNTL 167
NTDB id 606 V4T04 RS01910 WP 003130756.1 STMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHA.V.ERAENTSFRDLVIDKTNRTVHRGKKVIDLTRREYDLLLTL 167
consensus ***! *******!**!! !!**!**!*!!**! !!* * * * ***!*!**!* **!! !!***! !!*!!*!!! !!

logo

L
M
G
Q
S

S
N
M
V
G
K
N

D
K
QVLMVTREEHQLVLELSSQVWGKYDEDESGAI

TETNI
VVDVYIRYLRGNSKLIDVEKPGKQDEKSYIKQTVRGLMVGYTVI

M
Q
R
G
E
K
R
K

NTDB id 75372 UKS RS08010 WP 156012595.1 MGS.KKVLTREQLLESVWKYESATETNIVDVYIRYLRSKLDVKGQKSYIKTVRGVGYTMQG.. 229
NTDB id 471 HSISS4 RS01430 WP 002883757.1 LSNMNQVMTREELLLQVWKYDDAIETNVVDVYIRYLRGKIDVPGKESYIQTVRGMGYVIREK. 229
NTDB id 606 V4T04 RS01910 WP 003130756.1 MQNVGDVVTREHLVSQVWGYEEGTETNVVDVYIRYLRNKIDVEGQDSYIQTVRGLGYVMRERK 230
consensus * ** !*!!! !* *!!*!****!!!*!!!!!!!!! !*!! !**!!!*!!!!*!!*****

X non conserved

X similar

X ≥ 50% conserved


