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NTDB id 75358 UKS RS05565 WP 156012120.1 MINNVVLVGRLTRDAELRYTQSNIAVATFTLAVNRPFKNEAGERDADFINCVIWRQSAENLANWAKKGSLIGITGVIQTRSYDNQ 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
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logo QGQRVFYVTEVQVVADESSNVFSQFLLEPSKRTNGSTGQTEGQNQSGNRSQGDHGQADHSHQGNGFYQNQEQSNGNQYSGNQGSGSQSYFGQGNGNNQNTGNNFQNGNSYGQQDGQNSFGPFEGTSGPNQNQNTGQTRNAPRNPVAPQADGFN
NTDB id 75358 UKS RS05565 WP 156012120.1 QGQRVYVTEVVASNFQLLESRNSQQNNQGHQDHHGGYQQQGYSNQGSSFQNGNNTGNNFQNGNSYGQQGSFFEGN..TTNPVPDF 168
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGAS.QNFN.SNQSNGSQ.....................QSGFTSPQQTGNAPAAN 147
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGS......GGYN.EGNSGGGQYFGGG.QN.............DNPFGGNQNNQRRNQGN 149
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NTDB id 75358 UKS RS05565 WP 156012120.1 TRDNNPFGRPTNPLDISDDDLPF 191
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPFANDGKPIDISDDDLPF 172
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X similar

X ≥ 50% conserved


