
logo MINDI
FYFFLVGS I LASFLGLVIDRFPEHQS I IQRSPSASHCDSCHQTPRLRPLDL IP I LSQVFNHRFCRCRYCKAVPRYPVWYAFLLFELSGLGLLFLSAL

NTDB id 524 SMSK321 RS08155 WP 000565601.1 MIDIYFFLVGSILASFLGLVIDRFPEQSIISPASHCDSCQTRLRPLDLIPILSQVFNHFRCRYCKAPYPVWYALLELGLGLLFLS 85
NTDB id 266 KZH43 RS07930 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLGLLFLL 85
NTDB id 225 SPD RS08500 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLGLLFLL 85
NTDB id 191 SPR RS08095 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLGLLFLL 85
NTDB id 156 SP RS08975 WP 000565004.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTPLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELSLGLLFLL 85
NTDB id 75343 UKS RS02330 WP 156011678.1 MIDFYFFLVGSILASFLGLVIDRFPEHSIIRPASHCDSCQTRLRPLDLIPILSQVFNRFRCRYCKAPYPVWYAFFELGLGLLFLA 85
NTDB id 496 SM12261 RS02330 WP 000608383.1 MINIYFFLVGSILASFLGLVIDRFPEQSIIQPASHCDSCHTPLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAFFELGLGLLFLA 85
consensus !!**!!!!!!!!!!!!!!!!!!!!!!*!!!**!!!!!!!*!*!!!!!!!!!!!!!!!*!*!!!!!**!!!!!!**!!*!!!!!!*

logo

W
YSLWEGFLWLSLDGSQVVI L ITAGLTLGIYDFHRNHQEYPLLVWMTFQHI

L I LMIAFSCSGWSNL IVML
VFSFLAVI LGMI ILAHVF IDIRMGAGDFLFLASCSAI

LVFS
NTDB id 524 SMSK321 RS08155 WP 000565601.1 YSWGFLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILMASSGWNLVMVFFLALGILAHFIDIRMGAGDFLFLASCALVFS 170
NTDB id 266 KZH43 RS07930 WP 000565010.1 YSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS 170
NTDB id 225 SPD RS08500 WP 000565010.1 YSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS 170
NTDB id 191 SPR RS08095 WP 000565010.1 YSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS 170
NTDB id 156 SP RS08975 WP 000565004.1 YSWGWLSLGQVVLITAGLTLGIYDFHHQEYPLLVWMTFQLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS 170
NTDB id 75343 UKS RS02330 WP 156011678.1 WSLGWLSLDQVILITAGLTLGIYDFRNQEYPLLVWMTFHLILMAFCGWNLVMVFFLVLGMLAHVIDIRMGAGDFLFLASCALVFS 170
NTDB id 496 SM12261 RS02330 WP 000608383.1 WSLGWLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHIILMAFCGWSLIMLFFLVLGIIAHFIDIRMGAGDFLFLASCSIVFS 170
consensus *!***!!! !!*!!!!!!!!!!!!!**!!!!!!!!!!!**!!*!**!!*!*!**!!*!!**!!*!!!!!!!!!!!!!!!!**!!!

logo

A
VTELL I L IQFASVAMTGI LAFLLQKKKERLPFVPFLLLATACLVI I FGKLLLV

NTDB id 524 SMSK321 RS08155 WP 000565601.1 ATELLILIQFASATGILAFLLQKKKERLPFVPFLLLATCVIIFGKLLLV 219
NTDB id 266 KZH43 RS07930 WP 000565010.1 VTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 225 SPD RS08500 WP 000565010.1 VTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 191 SPR RS08095 WP 000565010.1 VTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 156 SP RS08975 WP 000565004.1 VTELLILIQFASATGILAFLLQKKKERLPFVPFLLLATCLIIFGKLLLV 219
NTDB id 75343 UKS RS02330 WP 156011678.1 VTELLILIQFASVMGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 496 SM12261 RS02330 WP 000608383.1 VTELLILIQFASAMGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
consensus *!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!
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