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NTDB id 75334 UKS RS01550 WP 156011487.1 MKKSQVLAVAGATLLASGVLAACSNTSSNNAKLAKDYQYVYQTDPETLDYIVSNIDSTSFITTNAVDGLLANDKYGNLVPSIAES 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSST...SGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAED 82
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAED 82
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNT...SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAED 82
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NTDB id 75334 UKS RS01550 WP 156011487.1 WTVSKDGLTYTYKIRQDAKWVTAEGEEYAPVTAKDFVTGLKHAVDGKSKGLSIVSSSIKGLEGYIKGETSDFSTVGVKALDDQTL 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTL 167
NTDB id 324 STU RS16140 WP 011226306.1 WSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTL 167
NTDB id 292 STER RS06940 WP 011681419.1 WSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTL 167
consensus !*!!*!!!!!!!!!!***!!*!**!!!!!*!!!!!!!!!!!!!*! !******!**!!*!!**!**!***!!!*!!!!!*!**!!

logo

E
QYTLNKKQPETPFYWNDSKTTSYGSVLLMSFPVNEEDFLTKSNKGEKGDFGAKPSTDAPNTS I LYNGPFVLLKASVLTPAKSS I EMLATVKNDEANHYWDKEKNVKHI

F
E
D
N
A
V
IKLFTSFYW

Y
NTDB id 75334 UKS RS01550 WP 156011487.1 EYTLNQPETFWNDKTTSGVLMPVNEEFLTSKGEGFGAPTDANSILYNGPFVLKAVTPKSSIEMAKNDAYWDKENVKIENVKFTFW 255
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYY 252
NTDB id 324 STU RS16140 WP 011226306.1 QYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYY 252
NTDB id 292 STER RS06940 WP 011681419.1 QYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYY 252
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NTDB id 75334 UKS RS01550 WP 156011487.1 DGKDQDVIAKGFSDGQYSKARIFPTSSTYEKYAADFKDNIYFNEPGAGVATVSLNYGRTTYNHTAKTSDAQKTSTQKALLNKEFR 340
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFR 337
NTDB id 324 STU RS16140 WP 011226306.1 DGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFR 337
NTDB id 292 STER RS06940 WP 011681419.1 DGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFR 337
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NTDB id 75334 UKS RS01550 WP 156011487.1 QALNFAVDRNSYSAQTNGTDGAAVAIRNTFAPYNL.QVGKKTFGELVQDSLAKTNSSTWSNVSLADSQNGLYNEEKAKEVFAKAK 424
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSS.YGDEWSGVNFTDGQDGLYNAEKAKTEFAKAK 421
NTDB id 324 STU RS16140 WP 011226306.1 QAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSS.YGDEWSGVNFADSQDGLYNAEKAKTEFAKAK 421
NTDB id 292 STER RS06940 WP 011681419.1 QAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSS.YGDEWSGVNLADSQDGLYNAEKAKTEFAKAK 421
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NTDB id 75334 UKS RS01550 WP 156011487.1 SSLQAEGVEFPIHLDALVIQESTAVVNRVQSLKQSIEKVLGSDNVVVDLQQMTQAEALPISFSAPTAKEQDWDIHTLLGWNPDYQ 509
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQ 506
NTDB id 324 STU RS16140 WP 011226306.1 DALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQ 506
NTDB id 292 STER RS06940 WP 011681419.1 DALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQ 506
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NTDB id 75334 UKS RS01550 WP 156011487.1 DPSTFLDQFVLKGG.STRLYLGIDQNTDASVVGKLALADYGKLLDDANSENQDVQKRYEKYAVAQAWLTDNALTIPVMASPKETA 593
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DPSTYLDIFKTTSSENTKTFMGYDDPNN.AAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNG..A 588
NTDB id 324 STU RS16140 WP 011226306.1 DPSTYLDIFKTTSSENTKAFMGYDDPNN.AAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNG..A 588
NTDB id 292 STER RS06940 WP 011681419.1 DPSTYLDIFKTTSSENTKAFMGYDDPNN.AAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNG..A 588
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VTKEKEYEKQASREKWLKEKTKAESNEKAQKEDLAESKHVK
NTDB id 75334 UKS RS01550 WP 156011487.1 VSYVSKVLPFSSSYSVAGLKGENAGYLKYTEVGEKAITKEEYEKAREKWLKEKTESNEKAQKELASHVK 662
NTDB id 475 HSISS4 RS07005 WP 021143809.1 APVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 APAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 APVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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