
logo MKRKSI LLVTLVSLVGVLLALASACAGTCQGLTALVPDKTDVADQEITQGDWSAVQERKLYAEAKQDQELNSGSGNYETKRAI
VKYLFYETI LEASRYFPYTGSRYHARQQASQLEDVTAYAYYKD

NTDB id 75267 GZH91 RS06820 WP 147074621.1 MKRSLLVL.LVVLLA...GCGLLPKTVDETQGWSAQRLYAEAKDQLNSGGYEKAIKYFETLEARYPYGRYAQQAQLEVAYAYYKD 81
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAYAYYKD 85
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD 85
consensus !!**!!***!***!******!***!****!!*!!***!!!!!*!*!!!**!**!*!**!*!!*!*!**!*!*!*!!**!!!!!!!

logo

N
DEPKVDSKAI

LAACI EDRF IRKRLHPEQHPNVMDYAYLYLRGLAVNLFTNEDQGSLFLGNSKI
L
G
A
D
SQDMWTSEDRDPKAANRESAFYDQSAFRAELVTQRFPNSKYAPADSALTARM

NTDB id 75267 GZH91 RS06820 WP 147074621.1 NEPVSAIAACDRFIKLHPEHPNVDYAYYLRGLANFTEDQGLLGSIGDQDMTERDPKAARESFDSFRELVTRFPNSKYAPDSLARM 166
NTDB id 1102 NMB RS03635 WP 002244053.1 DEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM 170
NTDB id 1106 NGFG RS01495 WP 003687645.1 DEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM 170
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NTDB id 75267 GZH91 RS06820 WP 147074621.1 KYLVDALASHEVHVALYYYKRGAYVAASKRAQYAIEHYPNAPAIEQALAVLVKSYDKIGINDLRDDALRVLQKNFPNSKYVSGNF 251
NTDB id 1102 NMB RS03635 WP 002244053.1 VKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRVLETNFPKSPFLKQPW 255
NTDB id 1106 NGFG RS01495 WP 003687645.1 VKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHAW 255
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NTDB id 75267 GZH91 RS06820 WP 147074621.1 D.KSKPWWRFWQL 263
NTDB id 1102 NMB RS03635 WP 002244053.1 RSDDMPWWRYWH. 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 QPDDMPWWRYWH. 267
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