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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .................MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVK 63
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVS 72
NTDB id 75264 GZH91 RS04275 WP 223264494.1 MLKSRENNTGRGGATVLIVDDEADILELLELTLLRMGLDVVRAMRVQEAIAKLKQGDFSLCLTDMRLSDGEGLEVVRYIG 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQ 70
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EKSPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVY 143
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE.HDTTENALENKLLIGRSLPIQQLR 151
NTDB id 75264 GZH91 RS04275 WP 223264494.1 EQRPEIPVAVITAHGNTENAVAALKAGAFDYINKPVTLEQLRALVKSALKLPR....RHAVPPASERALIGTSPAMQQAR 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN....PEAEEAPVDNRLLGESPPMRALR 146
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 RTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAA 223
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSA 231
NTDB id 75264 GZH91 RS04275 WP 223264494.1 ELIEKLARTQAPVYITGESGSGKELAARLIHEHGARADKVFVPVNCGAIPENLMESEFFGYKKGAFTGAEADRDGFFQAA 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 NQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAA 226
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPL 303
NTDB id 1045 H0N27 RS16330 WP 168727019.1 HGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPL 311
NTDB id 75264 GZH91 RS04275 WP 223264494.1 SGGTLFLDEVADLPLQMQVKLLRVIQEKKVRKVGSTLEESVDVRVISATHQSLARCVEEGRFRQDLYYRLNVIELKMPPL 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPL 306
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 RARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPP.LNQ.MS 381
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS 391
NTDB id 75264 GZH91 RS04275 WP 223264494.1 REMREDVAEIAGVLLARLAQAAGVAAPRLDKEAGRALSQYDFPGNVRELENILERALALSGGGKIDATDLHLTPAREEGL 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ 386
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 APINRALPLAHENK..VSVHEIFPLWM.......TEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKE 452
NTDB id 1045 H0N27 RS16330 WP 168727019.1 NPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQ 471
NTDB id 75264 GZH91 RS04275 WP 223264494.1 QE................ALQPGAKWPLQDYLDKLEREAIQEALEKTRYNKTAAAKLLGITFRALRYRLERLGME..... 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EG................AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID..... 445
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 KER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .EV 473
NTDB id 75264 GZH91 RS04275 WP 223264494.1 ... 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ... 445
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