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NTDB id 75252 SFSGTM RS15210 WP 162085897.1 MKQGLQLKFSQNLTLTPQLQQSIRLLQLSTLELNQELELMVQENPLLERVDSIDDGTPHTAEFETTSAT.QESASEQPVE 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!! !!!* !!*! !!!!!!!!!!!!!!!!*!!*!!*! * !!!!!!! ! *** * * ! * !!** ! !
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EPMQAQLTAREQADEPPTLQRDEFHLLMEWQLANLPLTKQLSEPR
NTDB id 75252 SFSGTM RS15210 WP 162085897.1 AAPRELNDLDWDE..TPNYGSGDDLDEDF.......................EPQATAQDEPPLRDHLLWQLNLTQLSER 134
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus *!* ! !* *** * ! ! ! ! !************************ ! !!* !**!* !! * !!*!
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VGARDSALAECLLTLQLQRARLPVDSTPAHKLDPL

NTDB id 75252 SFSGTM RS15210 WP 162085897.1 DKRLVALLIDDLNEAGYLTQTLDEILAMLPEELDVDLEDLQIALKQLQNLEPTGVGARDLAECLLLQLRALPVDTPHLDL 214
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRL..DSPAKPL 238
consensus !! !! !!* ! * !!!! *!!!!!! !! !!*!*!**!! !!* !! *! !*!!! !!!! !!! !**!*!* *!
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NTDB id 75252 SFSGTM RS15210 WP 162085897.1 AQKIATHELAALGAHDYAGLKRKLHCDDVALGAAQSLIQQLNPRPGEAFGTSDTRYIIPDVIVKKVKGRWVASLNSEAMP 294
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus ! ! **! !*!*!! !!* !**!! ! !!* !! ! ! !!*!!! * ***!!!*!*! * !*! !!** !!
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NTDB id 75252 SFSGTM RS15210 WP 162085897.1 KLRVNQMYADILSRNRDA.NHQHLSGQLQEAKWLIKNIMQRFDTILRVTQCIVDRQKHFFEHGEVAMRPLVLREIADIVE 373
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus *!!*! !!! !! ! * * *! !!!!*!!!!!! !!!!!!!!!*!*!!*!!!*!! !!!*!!!!!!!!!!!! *

logo LHESTI
VSRVTTNQKFYMAMTPMRGI

TFELKYFFGSHVSTDEATGGAACSASTAIRAL IKQL IVGSAEDNPTKKNPLSDGSKR IAELMLGVEQQGFINVVAR
NTDB id 75252 SFSGTM RS15210 WP 162085897.1 LHESTVSRVTTQKFMMTPRGIFELKYFFGSHVSTDAGGACSATAIRALIKQLISAENTKKPLSDGKIAEMLVQQGINVAR 453
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!*!!!!!*!*! !! ! !!!!!!!!!!!!!* !!!*! !!!!!!!!!!* !! *! !!!! *!!!*! !! !!!

logo RTI
VAKYREASLKQIPAPAVNLQRKASL

NTDB id 75252 SFSGTM RS15210 WP 162085897.1 RTIAKYRESLQIPPANQRKAL 474
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!*!!!!! ! !!* ! !! !
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