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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVH|%IK C 232
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[ai(aWC A INJAETGHL[R 234
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF Hi¥¥X¢C SR DMALINJAETGHLVF ' TLHIEWEAW 235
NTDB id 75154 SMATCC274 RS20485 WP 048796770.1 EDPIEF HJS LI BYNALR ALREDPD RDIWATI LALTAAETGHLVIR TLHTIMSAIY 235
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HJ@IK INQREV[ESIDTIN BBJALR ALR PD RDMETI A TAAETGHLVNIGTLHTRS A 238
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVH@NSKKSLINQRE H[epITIR IWJALRSALREDPD 234
NTDB id 1116 NGFG RS10615 WP 003690200.1 EDPIEFVHRSKKSELINQRE H[#a}z|T)® ALSALREDPD 234
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHSIWKCLINQREVH IMJALRSALREDPD 234
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHSIWKCLINQREVH IMJALRSALREDPD 234
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH[SKKCL NQREVH WPNALRSALREDPD 234
NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVHMNSKKCL NQREVH WINALRSALREDPD 234
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHISKKCL NQREVH RINALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHRSKKCL NQREVH MIMALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHIRYKKCLINQREVH IWAALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 EDPIEFVH[MSKKCLINQREVH IWNALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHENSKKCLINQREVH WAALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHRNSKKCLINQREVH IWMAALLRSALREDPD LALTAAETGHLVFGTLHT 234
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 312
NTDB id 1203 PSJM300 01605 AFN76401.1 314
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FEA REQQMEF MDINS| L NIRKES/AESIa] QIMEP T HD{¢]Q SIMR W VIS LANN MR 315
NTDB id 75154 SMATCC274 RS20485 WP 048796770.1 R DVFPAEEKI®{VRINAL SLAVIQL . PleIeJe:ANNT FIMRL. T A 314
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVFPEE E] (8] 'RVARIL  NLAYA V QLLE GGRVAEI 318
NTDB id 1086 NMV RS00245 WP 002218487.1 KT DRI DVFPA@GEK MVREMLSESLISAVI QNLLKEN:BIGINGRVA HEI|RI IJPA RNLIRENK 314
NTDB id 1116 NGFG RS10615 WP 003690200.1 KT DRI DVFPA@GEK MVRSMLSESLISAVI QNLLKIN:BIGIYNGRVA HEI|RI WNPA RNLIRENK 314
NTDB id 1185 GTF74 RS11940 WP 000350195.1 MIGGGRVAMHEIM PAIRNLIREBK 313
NTDB id 1176 A1552VC RS01160 WP 000350195.1 BMUGGGRVAMHEIM PAIRNLIREBK 313
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GGRVAAIEIM I AIRNLIREK 313
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 BWAGGRVAAIMEIM [ [MAIRNLIREDK 313
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MIIGGGRVAAHEIMI PAIRNLIREBK AQMYSINIQTG 313
NTDB id 1202 PSJM300 01600 AFN76400.1 BMUGGGRVAAHEIMI PATIRNLIREWMK AQMYSBIIQTG 313
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MYGGGRVAAHEIMI MPAIRNLIREMGK AQMYSHIQTG 313
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 BIUGGGRVAAHEIMI MPAIRNLIRENK AQMYSEIVIQTG 313
NTDB id 1060 ABD1 RS04380 WP 000355489.1 BIGGGRVAAHEIMI MPAIRNLIRENK AQMYSINIQTG 313
NTDB id 1040 HON27 RS13360 WP 000355489.1 BMIUGGGRVAAHEIMI MPAIRNLIRENK AQMYSINIQTG 313
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