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NTDB id 75152 CFSAN000658 RS01190 WP 000744665.1 MKKQQGYTLIETVVAMSLIIILSATGLYGWQRWQQQQRLWQTACQVRDYLLQLREDAHWHNRDHILRVVSEGGSWCFVSS 80
NTDB id 1441 BW25113 RS14695 WP 000857051.1 MKTQRGYTLIETLVAMLILVMLSASGLYGWQYWQQSQRLWQTASQARDYLLYLREDANWHNRDHSISVIREGTLWCLVSS 80
consensus !! ! !!!!!!!*!!! ****!!!*!!!!!! !!! !!!!!!!*! !!!!! !!!!!*!!!!!! * !* !! !! !!!
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NTDB id 75152 CFSAN000658 RS01190 WP 000744665.1 VATQTSCTPSSPFVFTPDWHDVVLADITPSLAFFGLRNTAWAGHIVLKNAAGEWRLVVSSWGRIRLCERNEAATCQ 156
NTDB id 1441 BW25113 RS14695 WP 000857051.1 AAGANTCHGSSPLVFVPRWPEVEMSDLTPSLAFFGLRNTAWAGHIRFKNSTGEWWLVVSPWGRLRLCQQGETEGCL 156
consensus ! *!**!!! !! ! ! *! * !*!!!!!!!!!!!!!!!!!! !! !!! !!!!*!!!*!!! ! !
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