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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 75116 Vgang RS11085 WP 105902873.1 MGKSFVTGIDIGHHSIKAVVMKPAGELFELVSYKEVPATDAIFSDNHTLNHQEIVKKLKELKKQLPMMARNVVLSVPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMRG.NDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 75116 Vgang RS11085 WP 105902873.1 VISKLLHIDSELDEREKEFAIYQVFGQQSPFPVEELSLDYVRVESDVVKRAPTSTYQVYATRKEVIESRMDAVKKSGFKP 160
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPL..VDDAQVATE 237
NTDB id 75116 Vgang RS11085 WP 105902873.1 IVMDIQAHGLLRVWQLASQIEAEKSNWLLVDIGKSQTSVCILPPGRPAYYKDLPFGAKSIKPAPAAVDSN.LSLQLDEQD 239
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRA.YRRPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLLHDPTQ 239
consensus ***!** **!***!*!*** ** **!*!!* ***!*** * * **!**! !**** * * ** * * * * **

logo

E
Q
RFNIQRSQE I

L
A
V
D
E
K
R
I
L
V

A
K
TRQI

L
M

S
Q
M
L
F
Y
A
TS IVHNQGQSTYQDKSLI EGKGI

L
VWLTSGEGGAATTLPSVAGMI

L
A
D
E

D
E
E
ALYSDQSKQRLANSLEPVCELVLNPFLGSTLLFEKQGMNNKVAKSNKKRKRDPRAELAVEDGPWCQHRTFGST

NTDB id 1404 DSB67 RS14000 WP 010643494.1 QFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQHFT 317
NTDB id 75116 Vgang RS11085 WP 105902873.1 EFISELAERLTRQLSMYASVNQQYKIEGIWLTGGGATLVAIDEALSDKLNLPVEVLNPLTLLQGKVKNK..DEVEPCTFG 317
NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQRFS 319
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 AAAGLAVRGIQWLGGDNAVSH 338
NTDB id 75116 Vgang RS11085 WP 105902873.1 VAAGLAIRGIQWQGGKHVA.. 336
NTDB id 1171 A1552VC RS12125 WP 000520444.1 TAAGLALRGLAWLESEHVA.. 338
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