
logo MS IVSNATVTKMVENDEFIDDFESDEEFADLVEAVLMETDEAELTSDEELVAEVEVGSAQKSDEDI
V
K
REEFYDEAI SAKSLDATQLMYLSE IGFSPLLTAEEEVLYARRAL

NTDB id 75105 Vgang RS09345 WP 105900893.1 MSISNAVTKMNDIDDSEFDVEAMETE...........EVSQKDDIKEEYEISAKSLDATQLYLSEIGFSPLLTAEEEVLYARRAL 74
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !!*!! !!!* * ! * *! *!!************ *!**!!** !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDAEAARKRMIESNLRLVVKI SRRYNSNSRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP I
NTDB id 75105 Vgang RS09345 WP 105900893.1 RGDAAARKRMIESNLRLVVKISRRYNSRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 159
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVKELNIYLRTARELASQKRLDHEPTAPEE IAFLEQLDKRPVDEDVSTKMLRLNER I
VSSVDTP IGGDEGDEKALLDI ILPDI

S
H
NNADPEFSTQDDND

NTDB id 75105 Vgang RS09345 WP 105900893.1 HVVKELNIYLRTARELAQKLDHEPTAEEIAFQLDKPVEDVSKMLRLNERVSSVDTPIGGEGEKALLDIIPDINNADPEFSTQDND 244
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!! !*!!!!!!*!!!! !!*!!*!!*!!!!!!!!*!!!!!!!!!*!*!!!!!!*!! *!!!!!!!!!! !

logo IKRAESLLDNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LMVKQGLNSMEASLFDNAVDEYDEN
NTDB id 75105 Vgang RS09345 WP 105900893.1 IKASLLDWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILMKQGLSMESLFDADYE. 323
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !* !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !! !! *!**
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