
logo MQSHQDEHNAQPTFFFFDYETWGVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGIKTPQKANVKSDQGLAPEPEF IARR
NTDB id 75098 Vgang RS05445 WP 105902685.1 MSHDNAPTFFFFDYETWGVSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPSPEAALITGIKPQKAVKDGLPEPEFIRR 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! *** !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!! !!!! !!*!!!!! !

logo IHADEQLSTPNTINSLGYNS IRFDDEVTRYTCLYRNF IYDPYAWSWQHNGNSRWDLLDI
V
L
MRATCHYALRPEGI ENWPENDDEGFPTSFKLEHLSVA

NTDB id 75098 Vgang RS05445 WP 105902685.1 IHDQLSTPNTISLGYNSIRFDDEVTRYTLYRNFYDPYAWSWQNGNSRWDLLDIMRTCYALRPEGINWPENDEGFPSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! !!!!!!! !!!!!!!!!!!!!!!!*!!!! !!!!!!!!*!!!!!!!!!**! !*!!!!!!! !!!!!*!!*!!!!!!!!!!

logo NGI EHSNAHDAMADVIATI ELAKKLVKAQAQPKLFDNYFLFLSTMRHKRKLNTEL IVDIVNLQTPLMVHVSGMF
LGRVEQCRHSNYI

TSW IVP I
MAWHPTNNQN

NTDB id 75098 Vgang RS05445 WP 105902685.1 NGIEHSNAHDAMADVIATIELAKKLKQAQPKLFNYLLSMRHKRKLNELVDIVNLTPLVHVSGMFGVQCSNISWIVPMAWHPTNNN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!! ! *!!!!!!! !!*!!!! !!!*!!!!! ! ** !!!!!*!!!!!!*!

logo AVITVVDNLAGKMDPQTPL ILELDAVETLHQAQRLYTKRRYDEDLAPDELPVPLVKLVHLNKCP I
VLAPAKTLTAENAEQKR IG IDREQCLAHNLANKVI

L
K
R
A
QHP

NTDB id 75098 Vgang RS05445 WP 105902685.1 AVITVNLAMDPTPLIELDVETLHQRLYTKRDDLAPDELPVPLKLVHLNKCPVLAPAKTLTAENAERIGIDREQCLANLAKLKAHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! ! !* !! !!*!!! !!!* !!!!* *!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!! *!!!!!!!!!!*! ** !!

logo E I
VREKL IVGTI

V
F
Y
N
S
I
QERDEFYNPQDENSDNVDSTQLYANGFFSPADKRAATI

M
D
E I IRETTAEPEKNLAGGSLAE I

L
R
SVASDKPR I EPLLFRYRARHNFYPHWTLTDEATEQQRKR

NTDB id 75098 Vgang RS05445 WP 105902685.1 EVREKLIGIYNIERDYPQDNNVDTQLYNGFFSPADKATIDIIRETEPEKLAGLELSVSDPRIEPLLFRYRARNFPWTLTEAEQQK 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !*!!!!* ** !!***!* !!*!!! !!!!!!!*! **!!! ! !! !* ! * ! !*!!!!!!!!!!!!**!*!!!* !! *

logo WAMAHCRDEYFYEDRNI
LEDGYMLNLENLVHEHEQASDAPAKKMADI LKSVYHQYVEQKSLAICS

NTDB id 75098 Vgang RS05445 WP 105902685.1 WMAHCREYYEDNIEDYMLNLENLVHEHESDAAKMDILKSVYQYVQSLIS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !!!!*!*! !*! !!!!!!!!!!!! !* !! !!!!!!*!! ! *

X non conserved
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X ≥ 50% conserved


