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NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INMAFIDAEHALDPMYAJANLGV DWLL SQPDBIGEQALEIfA 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INMAFTDAEHALDPNYABMISLGV  DINLL SQPDRIGEQALETIRN 139
consensus ok Dok LD DD D *k | U Pk DDk Dokl x| Plskokokokok Dookok DD Do b Dokokokok |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

7506
600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

4 PLANPX RS19275 WP 232536433.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

I A T

VVDSVAALVPKJIE
VV DSVAALVPKAEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVPKAEI

VVDSVAALVP AEI
VVVDSVAALIP AETI

VVDSVAALWPKAETI
VVVDSVAALWPKAET
VVVDSVAALIWPKAET
VVVDSVAALWPKAET

VDSVAALINPKAET
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI

V DSVAALVPKAEI

VVDSVAALEPKAEI

VVDSVAALWPKAETI

VDSVAALVPKAET

VVDSVAALWPKAETI

VVDSVAALWPKAET

G MGDSHVGLQAR
G MGDSEVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSERGLAAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGDWNHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD MEGLQAR

MGDSH GLQAR

MGDSH GLQAR

MGD HVGLQAR

MGDSH GLQAR

MGDSH GLQAR

WA FTT

FUTH D Lok Lrkk ||

217
233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218



IR, st TRV Hedeml e Bt A

NTDB id 75064 PLANPX RS19275 WP 232536433.1 R IGQLKEGE ..... K VKNKVAPPF D 292
NTDB id 600 KW2 RS01765 WP 011675413.1 IIGSTKIEEGS. KVVKNKVAPPF N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IWIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 MIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IWIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IRYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 IMRAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KVKNKVAPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS. .. .I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRITGS. . ..I.KKG KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IMRITGS. . ..I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 IMRITGS....I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMRTGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 2 .. I.KEG| KVVKNK AJPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 293
consensus *kk booskok |k * ok klke LD bl Tx % *okokok | okkk kxk * *kkok k| ookkok |



logo

NTDB id 7506
NTDB id 600

NTDB id 269

NTDB id 228

NTDB id 194

NTDB id 159

NTDB id 499

NTDB id 527

NTDB id 453

NTDB id 408

NTDB id 115

NTDB id 625

NTDB id 1313
NTDB id 1245
NTDB id 1211
NTDB id 1214
NTDB id 1334
NTDB id 1389
NTDB id 1130
NTDB id 1124
NTDB id 1123
NTDB id 1427
NTDB id 1165
NTDB id 1142
NTDB id 1205
NTDB id 1022
NTDB id 1074
consensus

K | R
ﬁN%M@@Q@%&@WwBBMW@%a&@hE&MQ
4 PLANPX RS19275 WP 232536433.1 E EDMPVGKGSS..... SNDEE.AGD ...................
KW2 RS01765 WP 011675413.1 JIK I GQGEY N| LDDSEVAETE. .... EETTASKTKAKAKKEEKAVETEEIELELED
KZH43 RS08665 WP 001085462.1 DEjQNeire:S K| IDGEEVSEQD..... TENKKBE. .. .PKKEEA. .VNEEVPLDLGD
SPD RS09265 WP 001085462.1 DK I GQGH K| IDGEEVSEQD..... TENKK E....PKKEEA..VNEEVPLDLGD
SPR RS08825 WP 001085462.1 IDK I GQGHE K| IDGEEVSEQD. .. .. TENKKBE. .. .PKKEEA. .VNEEVPLDLGD
SP RS09750 WP 001085462.1 IDK I GQGHS K IDGEEVSEQD..... TENKKBE. .. .PKKEEA..VNEEVPLDLGD
SM12261 RS08315 WP 078228268.1 YK I GQGH K| IDGEEIAES......... KKBE....AAQVDS. .VNEEVTLDLGD
SMSK321 RS11065 WP 001085454 .1 DEjQNeir[e:S K IDGEEAAES......... KKBE....VAQVDS..VNEEVTLDLGD
Spy49 1753¢c ACI62003.1 &K I GQGH] R LEESEEESAM. .. .. AVASE....... E....... TDDLALDLDN
SMU RS09530 WP 002262392.1 &K I GQGH] K| IEEDNTEEKQ. . ... SSKEK- ...... ETDEK. .ADKNLVLELDD
BSU 16940 NP 389576.2 Q DNNGVVQQQA. .. .. EETQEEL.EFE.E.................
LCA RS02525 WP 011374196.1 N| SDVPEEDLPT. . ... TEDE.QI.NILPDDST..... EE.......
DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAEA . . . . . . e e e e e ie e
Cj1673c YP 002345041.1 QNSMEMEGMI. . ... SGSEDDE. .GEB. . . ... ... . e
C694 RS00795 WP 000963128.1 SNEET..... MPLPDEP. .LEBM.E. . . .. ... i,
NCTC11637 00359 SQJ03206.1 SNEETI..... MPLPDEP. .LEBM.E. .. .. ... i,
RAOC RS04870 WP 004918236.1 = DTSN CRE T VEE LEKE AR SEE A KB E KL Q AK . . . ot e e e e e e e e e e e e e e e e e s e e s e e s e s s s s s s s s,
A4U84 RSO07560 WP 021112712.1  GTIGNNEENIWIVKERRKIRNANIABDKIEEQOEWINTL@SNPNS. . . .. VLKATASDSNDES .DVEE. ... ... FSEEEL.....
NGFG RS03960 WP 003688695.1 = GAJGReIn[e )| VR VERRKINPANIS BN A KEIA L N[EMEMHT . . . .. TEGT...... QBE.TDGE....... RPEE.......
NGFG RS03960 WP 003688695.1 = GA)GEe DN VR VIEBNKINNANISEINED A KINIALNEMEMHT . . . .. TEGT...... QBE.TDGE....... RPEE.......
0OK783 RS03845 WP 003688695.1 = GAVGEeIn[c o VR VERSKINNANISEBINAKINYALNEMMEMHT . .. .. TEGT...... QBE.TDGE....... RPEE.......
RS RS02760 WP 011000510.1 = GERMEERBDNICREBARIAVAINEARINENKMYEHLEMTPMG. . . . . AV . TLAEEVEEB. . . .. . e e et
A1552VC RS01565 WP 000344154.1 GDIGRNESAIWNCKERKINNWANMIAKTERKKEYEMLLNPENM. . . .. QLIAETSSAADBV .EFGA....... VPEEF......
GTF74 RS11550 WP 000344154.1 = GDIQEAERANINCKMRKIAWARNIAK TEBKKEYEMLLNPENM. . . .. QLIAETSSAADBV.EFGA....... VPEEF......
PSJM300 05545 AFN77183.1 G S)GEereHEANWWNA KRONEINNANIG QIS QEIAKLLMTSAN . . . .. TKATPVAEDLABA .DI. ... ... ... uue...
ACIAD RS06390 WP 004925639.1 = GNJGENEENNVIREAEIRPANIS TINEA VENEQLLTKASD. . . .. QTAA.HDETEEEP .DLL......... ES........
ABD1 RS10195 WP 000344167.1 = GNAGEErEENNVIRMEFEININENIABRNSER NIIEQLLTTGTN . . . .. GAVQ.I.EDEEEP.DLL......... LES.......

348
387
380
380
380
380
376
376
372
377
348
355
363
343
347
347
343
372
348
348
348
352
354
354
347
349
349



logo

ELEIELEE
NTDB id 75064 PLANPX RS19275 WP 232536433.1 ........ 348
NTDB id 600 KW2 RS01765 WP 011675413.1 ........ 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 ELEIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 ELEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 ELEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 ELEIEIEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 ELEIEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ELEIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 GIEIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 TIELED.. 383
NTDB id 115 BSU 16940 NP 389576.2  ........ 348
NTDB id 625 LCA RS02525 WP 011374196.1 ........ 355
NTDB id 1313 DR RS12030 WP 010888966.1 ........ 363
NTDB id 1245 Cj1673c YP 002345041.1 ........ 343
NTDB id 1211 C694 RS00795 WP 000963128.1  ........ 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ........ 347
NTDB id 1334 RAOC RS04870 WP 004918236.1  ........ 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ........ 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ........ 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ........ 348
NTDB id 1123 OK783 RS03845 WP 003688695.1  ........ 348
NTDB id 1427 RS RS02760 WP 011000510.1 ........ 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ........ 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ........ 354
NTDB id 1205 PSJM300 05545 AFN77183.1 ........ 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ........ 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ........ 349
consensus

non conserved
similar
>50% conserved

[><)JES



