logo

NTDB id 75016 NMA510612 RS01500 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 75016 NMA510612 RS01500 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 75016 NMA510612 RS01500 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 75016 NMA510612 RS01500 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 75016 NMA510612 RS01500 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 75016 NMA510612 RS01500 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

A A AR NI ADHE T AR A

MFSFFRRKKKQETPALEEAQ QETAAKINESEpR BN IKEDEESLAESVKGEMESAVETVSGAVEQVKETVAEM SEAJS
MESFFRRKKKQETPALEEAQ QETAAKNESENEA eNTKEDWYESLAESVKGREAESAVETVSGAVEQVKETVAEMIZSEA[Y
PELLLT L bbb bbbl L sk LLLLL LR LLLL

o AEMEAEY EA CEAATIEEA L R LN AOLAOF oD

EAAEKAAENVERAKEA AETVGEAVGQVQEAVATTEEHKLGWAARLKQGLWKSRDKMAKSLAGVFGGGQIWEDLYEELET
EARSMAERVENMAKEA AETVGEAVGQVQEAVATTEEHKLGWAARLKQGLINKSRDKMAKSLAGVFGGGQIEDLYEELET,

P lskskokok | I 11 N

UL BB R BAOL B9 L

VLITHDMGMEATEYLMKDVRIJRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGK
VLITEDMGMEATEYLMKDVR{€RVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGK
PO b e e e rrrrrrrrrrrrrrrrrrrrrrrnd

LA Rt ATV IO AR DAL T

LAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGIRRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHL

LAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHL
PELLE ettt rrrr ettt rrrnd

EARTLCRR o v OB PRI L VD LA

MEEIKKVKRVLQKA PWAPHEIIVVLDANIGONAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGV

MEEIKKVKRVLQKA PEAPHEITIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGV
Prrr e e rrrrrrrrrrrrrrrrrnd

N

GEGIDDLRPFDARAFVDALLD 421
GEGIDDLRPFDARAFVDALLD 417
[ T T T Y B B A

K non conserved
B similar
>507% conserved

80
80

160
156

240
236

320
316

400
396



