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EGETVGINDQNIE YMET DLYHTLVPLNQELH LR KTQNLTNENYN NDVKVKKIIEDERQRLARELHDSVSQQLFAASMML
EGETVGINDQNIE YBET DLYHTLVPLNQELH LR KTQNLTNENYN NDVKVKKIIEDERQRLARELHDSVSQQLFAASMML
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SAIKETIRLEPPLDQQIP LEKMVQDSQLEMRALLLHLRP GLKDKSLGEGIKDLVIDLQKKVPMKVVH Il FKVPKG EDHLFR|

SAIKETIWLEPPLDQQIP LEKMVQDSQLEMRALLLHLRP GLKDKSLGEGIKDLVIDLQKKVPMKVVH I[N FKVPKG EDHLFR,
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