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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAK..........KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGAL 545
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAE..........RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGAL 542
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQELGEGQ..E........EEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQL 210
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEISQDELANLVKV.SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGIL 220
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEINQEELASLVDV.GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGIL 220
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEINQDELAGLVDI.GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGIL 220
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGIL 229
NTDB id 74902 KUIN1 RS04375 WP 096104048.1 GNGLG.EMEDVD....LGLEVEQSDGKETSLADQNDADDAPVVRFVNKMLTDAIRLGSSDLHFEPYEKTFRVRLRTDGIL 220
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFNDEEFD....LDVNLDGPTAQ.EDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVL 224
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NTDB id 1028 TT RS08215 WP 011173991.1 RPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDL 623
NTDB id 1306 DR RS10060 WP 027479822.1 REQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQL 620
NTDB id 1110 NGFG RS09235 WP 003689817.1 REVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQL 290
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKL 299
NTDB id 1293 VP RS12240 WP 005479695.1 IETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKL 299
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKL 299
NTDB id 1251 GCO85 RS07725 WP 011946523.1 HEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEAL 308
NTDB id 74902 KUIN1 RS04375 WP 096104048.1 HEVAKPPIHLANRIAARLKVMASLDISERRKPQDGRVKLRVSK.TKAIDFRMNTLPTLWGEKIVMRILDPTSAQMGIDAL 299
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NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDAL 303
consensus *** *** * ******!*** **! !*!*!!!!******** ****!*!****!!**!!!*!*!*!***** **** !

logo GFYANSEDEPDFGSVYEQNVQFRYKEKTQANRLLFYKTMLDKNE I
V
AI
L
D
E
H
N
Q
S
K
R

Q
K
RPNYQGI

M
V
F
L
I L IMVTGPTGSGKSTFVTSCTLFYSTACITGLRSKNRI ILANKTI

S
V
E
P
H
Q
D
S
E
A
S
K
V
INTIAQTSTI

AEDPAIVEYIKYENI
V
L
S
E
PGVIVNQSTVNQI

VQNDNPQRSKTAQVIGMFLDGTFSAGQRAEAL
NTDB id 1028 TT RS08215 WP 011173991.1 GFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARAL 703
NTDB id 1306 DR RS10060 WP 027479822.1 GFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARAL 700
NTDB id 1110 NGFG RS09235 WP 003689817.1 GFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAAL 370
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1293 VP RS12240 WP 005479695.1 GYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEAL 379
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGAL 388
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 GYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAAL 383
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAAL 383
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NTDB id 1028 TT RS08215 WP 011173991.1 RAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEH 783
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQ 468
NTDB id 74902 KUIN1 RS04375 WP 096104048.1 RAFLRQDPDVIMVGEIRDLETAEIAIKASQTGHMVLSTLHTNSAAETLTRLHHMGVAAFNIATAINLIIAQRLARKLCSH 459
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQ 463
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NTDB id 1028 TT RS08215 WP 011173991.1 CKVEVKP.DPETLRRLGLSEAEI..QGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.R 859
NTDB id 1306 DR RS10060 WP 027479822.1 CKQPTNA.DPEVLRRLGISERDI..RGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGE 857
NTDB id 1110 NGFG RS09235 WP 003689817.1 CKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.K 528
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CKIAVRP.SALLQSQFAFQPNEI....LYEANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.A 532
NTDB id 1293 VP RS12240 WP 005479695.1 CKQPQEH.TVQL.QHLGIQTTDN....IFRANPDGCNECTH.GYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.A 531
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CRQPQEP.NSQL.QHIGIANTEQ....IFQANPDGCNECTH.GYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.A 531
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CKAVRDDFTNQGLIELGFKEADL..VNLKLYKAVGCEQCTS.GYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.S 544
NTDB id 74902 KUIN1 RS04375 WP 096104048.1 CKKEL.DIPRETLIKEGFPEAKI..DTFKIYGPVGCEHCNG.GYRGRVGIYEVVKKTPELERIIMEEGNSLEISRQMR.K 534
NTDB id 1058 ABD1 RS01615 WP 001274986.1 CKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECRE.GYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.K 540
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCRE.GYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.T 540
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NTDB id 1028 TT RS08215 WP 011173991.1 KGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 SGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1110 NGFG RS09235 WP 003689817.1 EGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 NGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 74902 KUIN1 RS04375 WP 096104048.1 DGFNDLRTSGLSKAMQGITSLEEVNRVTKD 564
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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