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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 74880 HVMH RS01845 WP 035628908.1 .MVRGVNKVILVGTLGRDPEMKYAANGNAIANLSIATSENWTDKNSGQKQEKTEWHRVVIFGKLAEIAGQYLTKGSQVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQ............RPAQQ.... 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQ............RPAQQ.... 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNY........A 144
NTDB id 74880 HVMH RS01845 WP 035628908.1 EGKLQTRKWQDQNSGQDRYSTEVVV.DFSGQMQMLGGGNRQG.DAAFGQ......APGGMSPGMGGQPSSMPPAGQGFAP 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPA.........QGGMNV..........PAQQGSWG 139
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NTDB id 1103 NMB RS07590 WP 002212976.1 .SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNGGNATRPQPAQKPAA....QAEPPMDNFDDDIPF 180
NTDB id 74880 HVMH RS01845 WP 035628908.1 QQATPNYGQAPQPMQHQAPPMQQAPAYPENDF.GDDDVPF 190
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPQQP..AKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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