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NTDB id 40 MW RS06080 WP 000593192.1 . .MIKLF ............ LLKLYWAHFSTKQWHQF MAYPN .......... VIKEEGRKKDSY IVNRIENVHLL
NTDB id 25 SA RS06185 WP 000593194.1 ... .M@KLF............ LLKLYWAHFSTKO@WHQFEMAYPN.......... VIKEEGRKKDSY VNREENVLLL
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDL........ AAWLAL .CFTPKLGSKTHMSHEBATRLP . . AQEQSFTPKQWLACGLKPEQ VFLTTQAAK.
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDL........ AAWLKL .SCLPGIGGVKMNKEESKDTP . . SNMVQYSTEQLQLLGLTAKQ SQVDK. .
NTDB id 1361 HI 0985 AAC22646.1 ....MNDIT........ YTLLRL.MQVPKLGGVG@DKEESNITL . . NEBLNYDDVAFRQMGWGAIQER FKP

NTDB id 1388 A4U84 RS04945 WP 062924099.1  ..... THL........ TKLLAL.LQVPQLGAQREMGREESEVDF..GEFCQYDKTALKQMGWNERQ FNP
NTDB id 1314 DR RS00625 WP 010886768.1 ..... TLPSPAAAHAELLALLTLRFTPGLGPRREENBRRHFGSAEAABAAPLTELRRVEGLDSRS AAIGGAK ......
NTDB id 1037 TT RS09535 WP 011174226.1 ..... DPLA........ LAL..... LPGIGPKRELEMBKAED. . .......... PLGF. .LRERFPEAIRHLPEAEA. .
NTDB id 1043 HON27 RS16615 WP 168727007.1 ... .MEBTQLSSHQYHTLKVWYLVQ..... HSLVSFKKEEDYFGNCEKATQPDGLAKWSSLGLHANHBKRVNEFQTPQG. .
NTDB id 1073 ABD1 RS00865 WP 015451369.1 ... .MBTQLSSHHYHTLKVWYLVQ..... HSLVSFKKEEDYFGNCEKATQPDGLAKWSSLGLHANHBKRVNEFQTTQG. .
NTDB id 1021 ACIAD RS00975 WP 004930462.1 ... .M@TILSSHHYHTIKVWYVLQ..... HSLSGFKKEMHYFGDCETABQPQRLSDWQKLGLHANHBKRLEEVHTLQG. .
NTDB id 599 KW2 RS05940 WP 021037268.1 ....M@TNFD...... LFRWKKAGM. .. .. TNLG KFFRKYDRKEMSLRQMGQVAQVKSIPNFEEQMKNQBVKKL. .
NTDB id 407 SMU RS04605 WP 002262865.1 ..... DNFQ...... LFKLKKAGL..... DYEERTQKSESLRDMAVVSKNKKPLIF KNLBSKAL. .
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .. .MK@TNYE...... IYKLKKSGL..... EYGENVDQEBLLGDIADISGCRNPAVF FQIBDAHL. .
NTDB id 267 KZH43 RS05590 WP 000705306.1 .. .MK@TNYE...... IYKLKKSGL..... EYGENVDQEBLLGDIADISGCRNPAVF FQIBDAHL. .
NTDB id 226 SPD RS05990 WP 000705306.1 .. .MK@TNYE...... IYKLKKSGL..... EYGENVDQEBLLGDIADISGCRNPAVF FQIBDAHL. .
NTDB id 192 SPR RS05715 WP 000705306.1 .. .MK@TNYE...... IYKLKKSGL..... EYGENVDQEBLLGDIADISGCRNPAVF FQIBDAHL. .
NTDB id 157 SP RS06205 WP 000705306.1 ...MK@TNYE...... IYKLKKSGL. . ... EYGENVDQEBLLGDIADISGCRNPAVF FQIBDAHL. .
NTDB id 497 SM12261 RS05565 WP 000705318.1 .. .MK@TNYE...... IYKLKKSGL..... EYGENVDQEBLLGDIAEISGCRNPAVF FQIBDAHL. .
NTDB id 1094 KZH42 RS01320 WP 002224767.1  ..... TEDE...... RFAWLQL.AFTPYIGAESFLLEMRRFGSAQONABSAPAEQVAALIRH.KQA RNABKRAL. .
NTDB id 1089 NMB RS00600 WP 002224767.1 ..... TEDE...... RFAWLQL.AFTPYIGAESFLLEMRRFGSAONABSAPAEQVAALIRH.KQA RNABKRAL. .
NTDB id 1120 NGFG RS10355 WP 020997408.1  ..... TEDE...... RFAWLQL.AFTPYIGAESFLLEBMRSFGSAQNABSAPAEQVAPAVRH. RNABKRAL. .
NTDB id 1122 0K783 RS09595 WP 003705341.1  ..... TEDE...... RFAWLQL.AFTPYIGAESFLLEBMRSFGSAQNABSAPAEQVAPAVRH. RNABKRAL. .
NTDB id 1250 GCO85 RS13065 WP 027219989.1  ..... NNL........ QPLLALNRMKR. IGPRTHLKEQXRWPDLNLMFQLSSVD.LEEAG. . ... LAQTIKNF. .
NTDB id 74518 GOZ28 RSO8005 WP 107736502, 1 . ittt e et e e e e e e e e e e e e e e e e e e e e et e e e e e e e e e
NTDB id 114 BSU 16110 NP 389493.1 ..... EpQA........ AVCLTICRINQLLSPSLEL. ...KWWKADPSHESLTSPV.LQTVTR.DQIKAAALKNHEIEQF. .
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