
logo MKITTVGSVC I
V
I
V
C
SGI FLPLLMI LPQVLPDGTLWI

TLAFVLFTCLFLACLVLACFL IPHVHKTYAVRYAIALTLLFFMVWGI FLASAKRQAI ILWAGENTVLPTAGATQDE
NTDB id 74486 AU66 RS04605 WP 000705774.1 MKITTVSVCVVCGILPLMILPVLPDTWILAVLFCLACLLCLIPHHYARYAALTLLFFMWGIFAARQAIWAGNVLPAATQE 80
NTDB id 1439 BW25113 RS04735 WP 000705764.1 MKITTVGVCIISGIFPLLILPQLPGTLTLAFLTLFACVLAFIPVKTVRYIALTLLFFVWGILSAKQILWAGETLTGATQD 80
consensus !!!!!! !!***!! !!*!!! !! ! !! ! * !!*!* !!** !! !!!!!!!*!!! !*! *!!! !**!!!*

logo AI
TVEVITATDGHMTTHYGQRITHLHQGKRPR I

LFPASVGI
LVLMHYGEQYLPQTAEVCAGQQWASMKTLKVRAVHGQLNDEGGFDSQRYAI

LAQHQPL
NTDB id 74486 AU66 RS04605 WP 000705774.1 ATVVITATDHMTTHYGRITHLHGKPLFPAVGIVLHGQYLPTEVCAGQQWAMTLKVRAVHGQLNEGGFDSQRYALAQHQPL 160
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AIVEITATDGMTTHYGQITHLQGRRIFPASGLVMYGEYLPQAVCAGQQWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL 160
consensus ! ! !!!!!*!!!!!! !!!!*!***!!! !*!**! !!! !!!!!!! ! !!!!!!!!!!!*!!!!!!!!!*!!!!!!

logo TGRFLQAKSAVI ENPENCSLRAGQRYLASLQRATTLAQPYPWNQAQVI LAGLGMGERGLASVPSKQE I
VKANI

VMRDTGTAHLMAI SGLHIAFAALLAA
NTDB id 74486 AU66 RS04605 WP 000705774.1 TGRFLQAKAINPECSLRGRYLASLRATLAPYPWQQVILALGMGERGAVSQEVKAVMRDTGTAHLMAISGLHIAFAALLAA 240
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TGRFLQASVIEPNCSLRAQYLASLQTTLQPYPWNAVILGLGMGERLSVPKEIKNIMRDTGTAHLMAISGLHIAFAALLAA 240
consensus !!!!!!! ! ! !!!!* !!!!! !! !!!!* !!!*!!!!!! !* !*! *!!!!!!!!!!!!!!!!!!!!!!!!!

logo GL IRGSGQFI FLPGVRWIHRWQI
TPL ILGGICLCAAICFYAWLTGLMQPPALRTMVAVALASTVWGGMLKLSGRQWSGWDQVWCICCLAAI ILFLAMDPV

NTDB id 74486 AU66 RS04605 WP 000705774.1 GLIRGGQFFLPVRWIRWQTPLLGGILCAICYAWLTGLQPPALRTVAALSVWGGLKLSGRQWSGWQVWCCCLAAIIFADPV 320
NTDB id 1439 BW25113 RS04735 WP 000705764.1 GLIRSGQIFLPGRWIHWQIPLIGGICCAAFYAWLTGMQPPALRTMVALATWGMLKLSGRQWSGWDVWICCLAAILLMDPV 320
consensus !!!! !! !!! !!!*!! !!*!!!*!! *!!!!!!*!!!!!!!* !! !! !!!!!!!!!!! !!*!!!!!!* !!!

logo AI
V
I
LSQSLWLSAAFAVAAGL ILFWYQWFPACPENGWNQFLPPRGVLRAWLVLVNSL ILHLQALGITLLLLMPLVQI

V
A
V
I
LFHGI SLVTASFMI

LANLFLAI
VPLWVTF

NTDB id 74486 AU66 RS04605 WP 000705774.1 AVISQSLWLSAFAVAGLLFWYQWFPAPNGNFPRGLRWLLNLLHLQAGITLLLLPLQVALFHGISVTAMLANLFAVPWVTF 400
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AILSQSLWLSAAAVAALIFWYQWFPCPEWQLPPVLRAVVSLIHLQLGITLLLMPVQIVIFHGISLTSFIANLLAIPLVTF 400
consensus !**!!!!!!!! !!!*!*!!!!!!!*! * !* !! ** !*!!! !!!!!!*!*!* *!!!!!*! *!!! !*! !!!

logo

I
VTVPL I LAAGMI

V
L
VHLSTGPFLFI LEEQGWLVWFYLATDRASLAALLFWYGLLKNASLPEQGWI

VNIADENCRWQWLSTFLLSPWFLLTL IVAVWRLNAVWRTCLPAMVCLV
NTDB id 74486 AU66 RS04605 WP 000705774.1 VTVPLILAGMILHLTGPFFLEEWVWYLTDRALAALFYLLNALPQGWVNIDNRWQWLTLLPWLTLIAWRLNVWRTCPAVCL 480
NTDB id 1439 BW25113 RS04735 WP 000705764.1 ITVPLILAAMVVHLSGPLILEQGLWFLADRSLALLFWGLKSLPEGWINIAECWQWLSFSPWFLLVVWRLNAWRTLPAMCV 480
consensus *!!!!!!!*!**!!*!! !! *!*! !! !! !!* ! !! !!*!! *!!!!* !! !* !!!! !!!*!!*!*

logo

A
CGGLLLMCSWPLWQRKP I

P
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A
P
D
S
E
GWQLVHYMLDVGQGLAI

M
A
VIAVRGNDGKAVI LYDTGLRAWPEGDSGQQLVI IPWLHRWHNLETPEGVI LSHEHL

NTDB id 74486 AU66 RS04605 WP 000705774.1 CGLLLMSWPLWRPINASGWQVHMLDVGQGLAIAIVRGDKVILYDTGRAWPEGDSGQQVIIPWLRWHNLTPEGVILSHEHL 560
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AGGLLMCWPLWQKPRPDEWQLYMLDVGQGLAMVIARNGKAILYDTGLAWPEGDSGQQLIIPWLHWHNLEPEGVILSHEHL 560
consensus *! !!!*!!!! ** * !!**!!!!!!!!!* ! ! ! !!!!!! !!!!!!!!!!*!!!!!*!!!! !!!!!!!!!!!



logo DHRGGLDRS ILLQHQI
VWPMSLMWIRSPLGNWEQGHHLQPCFVRGEAQWQWQGLRTFQSAHWPLQREGSANDKRGNNHRSCVVKVDDGTVHNS I LLTGDI EA

NTDB id 74486 AU66 RS04605 WP 000705774.1 DHRGGLRSLQQVWPSMWIRSPLGWQGHLPCFRGEQWQWQGLTFQAHWPLRESADRGNNRSCVVKVDDGVHSILLTGDIEA 640
NTDB id 1439 BW25113 RS04735 WP 000705764.1 DHRGGLDSILHIWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKVDDGTNSILLTGDIEA 640
consensus !!!!!! !* **!! *!!!!!! ! *! !! !!! !!!!!! ! !!!!! ! !*!!!*!!!!!!!!! *!!!!!!!!!!

logo

G
PAEQKMLSRYWQRHQLVAQATFL ILQVPHHGSNTSSSLPFL IQRVHNGEKAVALASASRYNAWRLPSNRKVKHQRYQRLQQAGYQWFIDTPHQGQI

T

NTDB id 74486 AU66 RS04605 WP 000705774.1 GAEQKMLSRYWRHLAATFIQVPHHGSNTSSSLPFIQRVHGEAALASASRYNAWRLPSRKVKQRYRQQAYQWFDTPHQGQI 720
NTDB id 1439 BW25113 RS04735 WP 000705764.1 PAEQKMLSRYWQQVQATLLQVPHHGSNTSSSLPLIQRVNGKVALASASRYNAWRLPSNKVKHRYQLQGYQWIDTPHQGQT 720
consensus *!!!!!!!!!! ** !! *!!!!!!!!!!!!!! !!!!*! !!!!!!!!!!!!!!! !!!*!! !*!!! !!!!!!!

logo

S
T
L
V
L
NFSAPQGWR IQSGSLRDEQI LPRWYHQWFGVPSEVDNG

NTDB id 74486 AU66 RS04605 WP 000705774.1 SLLFSPQGWRIQGLRDQILPRWYHQWFGVSEDNG 754
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TVNFSAQGWRISSLREQILPRWYHQWFGVPVDNG 754
consensus ** !!*!!!!! !!*!!!!!!!!!!!!!* !!!

X non conserved

X similar

X ≥ 50% conserved


