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NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDT... 77
NTDB id 74410 K5706 RS13730 WP 221070467.1 ..................................................MLSHQWQNIMHCVLGSQCGLCRFPIDAYQA 30
NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 NSPFGVCSACQAWLEHGYRCARCGLPTLT...................PVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAV 138
NTDB id 74410 K5706 RS13730 WP 221070467.1 TNPLRWCEHCFAQLNPIQRCARCGLSMINEQGSANGLVSANPAPQIDQAKTQCGACLRDPPPWQRLFTLGDYDFPLSVQV 110
NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEEES...............QAATECGECLKEPPPWRRLYTLGDYDFPLSQQV 95
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 HQLKYQRQFWQAPRLAKLLATQINEPAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRATPHQQGL 218
NTDB id 74410 K5706 RS13730 WP 221070467.1 QRFKDHAEPWHVNALTQLLAQRIEHPAPVITCVPLHWQRYLKRGFNQSHTLARYLANHLEVRFEPNVFKRIKSAPSQRGH 190
NTDB id 1398 DSB67 RS00645 WP 029388870.1 QRFKDHGEVWHVGALTQLLAERVEQPAPVITSVPVHWQRLLKRGFNQSHILAKHLAHHLDVRYENKVFKRVKNVQSQRGN 175
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 SKAQRIHNLRDAFVLNHPPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
NTDB id 74410 K5706 RS13730 WP 221070467.1 KKSNRELNLKGAFALKGKVRDSHVAIVDDVVTTGSTVRQLCDLLLEVGVESIDIYCICRTPAPGSL.. 256
NTDB id 1398 DSB67 RS00645 WP 029388870.1 KKASREQNLQGAFALRGEVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
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