
logo

MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRQKRVEEDAVLEAGYSPNSLARNLRRNESKTIVATIVPDICDP
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICDP 72
NTDB id 74408 K5706 RS13165 WP 128811839.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRQRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVPDICDP 72
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVPDICDP 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo YFSE I IRG I EDAAMEHGYLVLLGDSGQQKRKRENSSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 157
NTDB id 74408 K5706 RS13165 WP 128811839.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 157
NTDB id 1290 VP RS01235 WP 254894148.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IDNLTASAFEAVNYLTHQLGHKR IAQVI SGPDEQHTAAVLCQFRHQQGYQQALRRAGI STKMQDNAPTQYCSTVFIVGTEDFTSFDEAGGAQKAVRQKLLAELSPEQPPTALI F
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAKAVRQLLALPEQPTAIF 242
NTDB id 74408 K5706 RS13165 WP 128811839.1 IDNLTAAFEAVNYLTHLGHKRIAQVSGPETAVLCQFRQQGYQQALRRAGITQNAQYSVVTDFSFEGGAQAVRKLLELSEPPTALF 242
NTDB id 1290 VP RS01235 WP 254894148.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKAVRKLLELPEPPTAIF 255
consensus !!!!!*!!!!!!!!!*!!!!!!!!*!!!**!*!!!!!*!!!!!!!!!!!!* ***!*****!*!**!!*!!!*!!*!*!*!!!*!

logo CHNCDTMAIGAIQEAKRLGW
LRVPQDLSVVGFDDINQFAQYCDPPLTTVI SQPRYE IGRQAMLMMLELLRKGHDVRHASGSRLLDETKLVVREG

NTDB id 1158 ABDM36 RS01105 WP 000224452.1 CHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVRE 327
NTDB id 74408 K5706 RS13165 WP 128811839.1 CHCDTMAIGAIQEAKRLGWRVPQDLSVVGFDDIQFAQYCDPPLTTVSQPRYEIGRQAMLMMLELLKGHDVHSGSRLLDTKLVVRG 327
NTDB id 1290 VP RS01235 WP 254894148.1 CHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELLKGHDVHSGSRLLETKLVVRG 340
consensus !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!**!!!!!*!!!!!!*

logo SAAPPLQSKRAK
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 SAAPPSKK 335
NTDB id 74408 K5706 RS13165 WP 128811839.1 SAAPPLR. 334
NTDB id 1290 VP RS01235 WP 254894148.1 SAAPPQRA 348
consensus !!!!! *

X non conserved

X similar

X ≥ 50% conserved


