
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYKRKQKFKRLQNSTLMATAFLALS I ITPLTIT
NTDB id 74396 K5706 RS03095 WP 221070980.1 ................................................MFKFYKKQKFKRLQSTLMTAFLALSITPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!*!!!!!!!! !!! !!!!!!! !!!!!

logo AI
LFFLHQSHSTKDLEEQQSTSHYLLVSVRDNTKQQQI

V IDYFMAMAKQESTEVMGFVRSELAYASGGRFYGLVNAFQSRLDGQVDS I EASAREHHNAQ
NTDB id 74396 K5706 RS03095 WP 221070980.1 AIFFLQSHTKDLEEQSTSHLLSVRDTKQQQIIDYFAAQETEVMGFVRSELAYASGGRFYGLVNAFSRLGQDIESARHNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!*!!!! !!!!*!*!!!! !!!!*!!! ! !*!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!**!!

logo QRYIKTGSGDQIKTS IVLPEQSSDSYVGSERYRLLHKRYHWAYLELLKRSDFDNDI LLVDIDGNVTVYS INYKDYDNFYGTNLLSTGKPYKQ
NTDB id 74396 K5706 RS03095 WP 221070980.1 QRYIKGSGDQIKTSILPESSDYVGSERYRLLHKRYHWAYLELLKRSDFNDILLVDIDGNVTYSINKDDNYGTNLLSGPYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!! ! !!*!!!!!*!*!

logo DTANLGHKTFKRLESEQDTVNSAEQRRKI
TNEDFYTPVVI

VSDFDVLQEDNGKQVYAWLGAP I IVQQGYLHSYAMFRLPNSNAGITKL IVADEGINSRSDNPSS IM
NTDB id 74396 K5706 RS03095 WP 221070980.1 DTALGKTFKRLSEDVSARRKINEDYTPVVVSDFDLENGKQVAWLGAPIVQQGYLHSYAMFRLPNNGITKLVADINRDSSI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !! !!*!!!!! ! !! !!!*!!!!*!!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!*!* *!*
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NSKLAEVVDKLALASGKQRTANVGTYKTNGTADGEEQFI IAAFYAP INQLTKRGNIHTWALVVEQLPEKEAFAYRVHRQ

NTDB id 74396 K5706 RS03095 WP 221070980.1 NTLLVGSNHQPRTINTKQQDIQNSLEVVDKALAGQTNVGTYKNGAGEEFIAAFAPIQTRGITWALVVQLPEKEAFYRVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus *!*!!! ! *!!* * * ! !!! !! ! !!!! ! !! !!!*!!!* * !*!!!!! !!!!!!! !!*!

logo LEKLFVFIAML ITAIVLVVIASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEATMTFINTEKRKDE IGRLAI
VSFERMQRS IREKIQSLTI

NTDB id 74396 K5706 RS03095 WP 221070980.1 LEKLFVIAMLIAIVLVVIASHYLSNFITSPLLKLTWAAEKVSAGDLDETTFNTKRKDEIGRLAISFERMQRSIREKIQTI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !! !!!!!!!!!*!!!!!!!!!!!!! !

logo KQSQNEKELESNI
L
K
L
I
L IQRKQNDEELQLADNKLKDEFLATTSHELRTPLHGMI

VGIAEATL IVSGANGAP IPSAASHQKYQLDI I IKSSGQRLA
NTDB id 74396 K5706 RS03095 WP 221070980.1 KQQNEELESNIKLIQKQNEELQLADKLKDEFLATTSHELRTPLHGMVGIAETLVSGANGAIPASQKYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* *! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!! !*!!!!!*!*! *!!!!!!!! !!!!!!



logo

N
TLVDDLLDYHKMRYGASLMDIQKRCSAVDSLASSATRLVLELSHNHLLGKNKTI

LR I INQVPSAEDQLPKVAWVSADPQRLEQVLYNL IGNAIKY
NTDB id 74396 K5706 RS03095 WP 221070980.1 NLVDDLLDYHKMRYGSMDIQKSAVSLASATRLVLELSNHLLGNKTIRIINQVPADLKAVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! *!!!**!! ! !!!!!!!!!!*!!!! !!*!!!!!!* * !!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SANTVYIDDEKQVRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDATSRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV
NTDB id 74396 K5706 RS03095 WP 221070980.1 TSEGKIVISANVIDEQVRVQVVDTGQGIPAEHLEHIFEPLIQAGQDTSRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! !!* !!!!!!!!!!!!!!!*!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!
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NTDB id 74396 K5706 RS03095 WP 221070980.1 GTTFSFTLPLATEAEIEATESLAARGHFQIPEIN.MDSNNDLSLPENPDGPLLYVADDEPVNLRVLESFLRLEGYRVRTV 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!*! !! * ! *!!! !!* * * * !!!!**!!!! !!!!!!!!!!!!*!!!!!!!!!!*!

logo

Q
SDGHPDQTVLETAL I EKQREKPELLVLLDIMMPGMSGYQVCESEKLRKQTYDHAELP I IMLTALNQSTDEDRVRGFEAGANDYLSKPFNKQEL

NTDB id 74396 K5706 RS03095 WP 221070980.1 SDGPDTLTLIEQEKPELLLLDIMMPGMSGYQVCSELRKTYDHAELPIIMLTALNQTEDRVRGFEAGANDYLSKPFNKQEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! ! ! !!!!!*!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!

logo AAR IQVAHLTASKAELMRHRI
VENAKLQLEQKSELKRHQRAMQI

VEASLLETQGRLLEQLESAPEAI ILCLVKREDGNQKRVRFANEAAACKRLFRRNTLPE
NTDB id 74396 K5706 RS03095 WP 221070980.1 AARIQAHLTASKAEMRHVENKLLESELRQRAQIEASLLETQGRLLEQLESAPEAIICLREDQRVRFANEAACKLFRRNLE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!!!!!*!**!! ! !!**!! *!!!!!!!!!!!!!!!!!!!!!!*!**! **!!!!!!!!**!!!! *!

logo QLKRRSNSADEEL IAPKFYLNTI
V
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VLKRLPEQGSGLDQAVMYI FNVGGGSAVNAAR IHNLETAVEAVLSS
NTDB id 74396 K5706 RS03095 WP 221070980.1 QLRRSSADELIAPKYLTVKQPHYCGKVDIYVEDIRQNIEADILKLPEGSGLDVMYIFNVGGGANAARIHNLETAVEVLSS 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!*!! !*!!!!!!*! * !*!!!! *!*!!*!*!!** !!*!*!! !!!! !!!!!!!! !!!!!!!!!!!!! !!!

logo YAFDEGDKDKQLQKLKELGGEFTRLADKALSGESKYKQDSKQDELMRAEVLVDEAVMS
T
H
SALDNYWERSAVSTGEQSTKFATFAEQSGLWRVYLDRSTL

NTDB id 74396 K5706 RS03095 WP 221070980.1 YAFDGDKDQLQKLKELGGEFTRLADKALGSKKDKQELMREVLVDVMSHALDYWESATGETKFAFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!! !!!!!!!!!!!!!!!!!! ! !!*!!! !!!* !**!! !!! *! *!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLMRI ETLPKTPRWRTVLNSS ILDEFYI LEHCKDEAQGSPERATHI EAMQRDKLQKRLLTSE
NTDB id 74396 K5706 RS03095 WP 221070980.1 QTRTLDKYMRIETLPKTPRWRTVLSSIEFILEHCKDQSPERAHIEAQRDKLQRLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!*!!!!!!!!!!!!!!! !***!!!!!!* !!! !!! !!!!!!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


