
logo MGDKSLVLVTGIDIGHHNS ILKAAVVLKPMNSGDNRHSTYAVLVLDGYEKELI LIVLTKAECDGI FVTADENHNTLIDNYHQKE IVKKTLKE I
L
MKKAEGLPLFFGRSAHKRRKVAIAS IVPEDSNA

NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
NTDB id 74377 K5706 RS01605 WP 221070791.1 MDKLVVTGIDIGHNSLKAVVLKPSGRHYAVLDYKEIILKECIVAENNTINHQEIVKTLKEIKKALPFGAKRVAISVPENA 80
NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
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logo VI SKVKLQI EDPQSDGNLDEEQSRSEKLRDEYFAVMVYQVAFASHQSPFPLVQEELSLDF IVLKDVTDETVDKENSKLQAMTDRSSGLNTDETHSTFYQVYFATKRKDVVEDTSRLVDEHAVLKQQKASGFLEKP
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
NTDB id 74377 K5706 RS01605 WP 221070791.1 VISKKLQIDPGLDSSERDYAVMQVFAHQSPFPLQELSLDFVLDDVKNKTD.GLEHYQVFATRKDVVDSRVDALQQSGLKP 159
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMR.GNDSYQVFATRKDVVETRVEALQKSGLKP 159
consensus !!!!*!!!* !* *!***!!*!*!*!!!!!!**!!!!!!**** * * * ***!!*!!*!!!!**!**!****!**!

logo VLMVEDVAHQVSHQSLLGHI
L
MWQKLVAASTEKRAHRYFRPERKNPSDKTW

Y
M
CLVLNDVIRGNSYLTVKNQSSLFCTLMDFFTPEEQKGMEPLFYHKDEVFSPCLSSGTSWRQSTELTEKSTEGPPSLSVAFYVNSLQKNQDGHAPCL ILVDDAHQDV

NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLL...HD 236
NTDB id 74377 K5706 RS01605 WP 221070791.1 VLVEVASQSLGHMWKLATEHFPEKSTYCLLNVGNVKSSFTMFTEQGELFHKEFSSSSWSEKTPSVY...QKGACI...QV 233
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTT..GSLF...QQDPLVDDAQV 234
consensus !!**! **!!*!*!*!*** **** **!**** **!!**********!*!*** **** * *** ** *** **

logo

A
D
P

E
T
E
Q
S

H
Q
R

Q
F
E
I
N

R
Q
A
E
Q

I
L
I
V
D
E
K
R
I
V
A
K
QRQI

L
MQLFYATSFIVHNGTSLQDNSLIGKTGI

L
VWI

L
T
SGDEGGFAATVLTSPGMQLAEKDEREALYSQSRQLASMLPECELTVLNPLFEGSLFEKTLMNNKAVASLKHRKHRKPRLAAVQDGSWHQ

NTDB id 1171 A1552VC RS12125 WP 000520444.1 PTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQ 316
NTDB id 74377 K5706 RS01605 WP 221070791.1 DESHQEQALIERVQRQLQLYASFNGSLNITGIWITGDGFVTPQLKRALSSQLSMECETLNPFELFTLKASLHKHKAVQSH 313
NTDB id 1404 DSB67 RS14000 WP 010643494.1 ATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQ 314
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFSTAAGLALRGLAWLESEHVA.. 338
NTDB id 74377 K5706 RS01605 WP 221070791.1 QFTAAAGLAIRGIHWLEHGNVVSH 337
NTDB id 1404 DSB67 RS14000 WP 010643494.1 HFTAAAGLAVRGIQWLGGDNAVSH 338
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