
logo MLARLGQREWALLAMVLTALLGLLWYYLL IVPTRQE IATVRQE IDRLTI ERNRGLQARRALPELRATIAALQAQRLAFLR
NTDB id 74173 TthHC11 RS07415 WP 143591389.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLR 80
NTDB id 1025 TT RS05135 WP 011173434.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLR 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRATSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV
NTDB id 74173 TthHC11 RS07415 WP 143591389.1 ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRASAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV 160
NTDB id 1025 TT RS05135 WP 011173434.1 ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSQEANPTLATGSLTLTVYVLAQGVEAETGGSTP
NTDB id 74173 TthHC11 RS07415 WP 143591389.1 QSQEANPTLATGLTLTVYVLAQGVEAETGGSTP 193
NTDB id 1025 TT RS05135 WP 011173434.1 QSQEANPTLATSLTLTVYVLAQGVEAETGGSTP 193
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!
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