
logo MGDKSL ILVTGIDITGHHNRS ILKAAVI
VLKPMNTGDKNTSFYSALVLGYEKELI ILVVLKNTAEGGDI FVTADENHNQLTLIDNYHQKE IVNKKTLKE I

L
MKKEGSLPFLRFAHSHRKVAI SA I

VPDNSA
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
NTDB id 74144 VroAM7 RS14735 WP 138941723.1 MDKLIVTGIDITHRSLKAVILKPTGKSFSLLGYKEIVLNGDIVAENQLINHQEIVNTLKEIKKSLPLFHRKVAIAVPDSA 80
NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
NTDB id 74144 VroAM7 RS14735 WP 138941723.1 VISKVLPMDCDLEESEVEFAVAQAFSLQSPIPIDELSLDYVPCDGG.SM.TKNRQYQVFATRKELVDSRVKLLEKAGLKP 158
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQM.RGNDSYQVFATRKDVVETRVEALQKSGLKP 159
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYRR.PDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVN.SLNHPLLHDPT 238
NTDB id 74144 VroAM7 RS14735 WP 138941723.1 AVVDVHAQVAGEVWQLAAEANPENNSFCLVEVRERDGSITMFNTEGELFHKEFTWSPSEP..LVQDGNFSEGGEAEIKAT 236
NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPLV...DDAQVAT 236
consensus ***!!* ******!*!******* * **!**** **!**** ****!*!*** *** ** * * * * *!
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 QRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQRF 318
NTDB id 74144 VroAM7 RS14735 WP 138941723.1 DHFNQDVAKNIQRQLQLYSSVSGSNDVQGLWLSGSRASTPMLLETLSTCLGIRCEILNIFEHFEIQLSPRRRRDLDWHRF 316
NTDB id 1404 DSB67 RS14000 WP 010643494.1 EQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQHF 316
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NTDB id 1171 A1552VC RS12125 WP 000520444.1 STAAGLALRGLAWLESEHVA.. 338
NTDB id 74144 VroAM7 RS14735 WP 138941723.1 TTAAGIAVRAIKCLRRGNASTR 338
NTDB id 1404 DSB67 RS14000 WP 010643494.1 TAAAGLAVRGIQWLGGDNAVSH 338
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