
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYKRKQKFKRLQNTLMATAFLAVLS I ITPLTIT
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 ................................................MFKFYKKQKFKRLQNTLMTAFLVLSITPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!*!!!!!!!!!!!! !!! !!! !!!!!

logo AI
LFFLHQSHSKDLEQEQQSTSHYLLVSVRDNTKQQQI

V
I
LDYFMAMAKQESTEVMGFVRSELAYASGGRFYGLVNAFNQRLDGQVSEI EAEASREHNAQ

NTDB id 74125 VroAM7 RS13200 WP 010450108.1 AIFFLQSHSKDLQEQSTSHLLSVRDTKQQQILDYFAAQETEVMGFVRSELAYASGGRFYGLVNAFNRLGQSEEESRENAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!!!!! !!!!*!*!!!! !!!!**!! ! !*!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! ! !!*!!

logo QRYIKTGSGDQIKTS IVLPEQSSNSYVGSERYRLLHKRYHWAYLELLKRSDFDNDI LLVDIDGNVTVYS INYKDYDNFYGTNLLTGKRYKQ
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 QRYIKGSGDQIKTSILPESSNYVGSERYRLLHKRYHWAYLELLKRSDFNDILLVDIDGNVTYSINKDDNYGTNLLTGRYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!! ! !!*!!!!!!!*!

logo DATANLGHRTFKRLESEQDTVNSAEQRRKTVNEDFYTPVVI SDFDVQVEDNGKQVYAWLGAP I IQQGYLHSYAMFRLPSNAGITKL IAEGINSRSDNPTPS IM
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 DAALGRTFKRLSEDVSARRKVNEDYTPVVISDFDVENGKQVAWLGAPIIQQGYLHSYAMFRLPSNGITKLIAEINRDTPI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus ! !!*!!!!! ! !! !!!*!!!!!!!! ! !!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! ***
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NSKLAIVVDKLALQSGEKRTASVEGTYTNGTDVGEDQI IMAAFYAP INSLNKRGNIHTWALVVEQLPEKELAFARVHRQ

NTDB id 74125 VroAM7 RS13200 WP 010450108.1 ETLLVGSDHKPRTINTKSNEINNSLIVVDKALQGETSVETYTNGVGEDIMAAFAPISNRGITWALVVQLPEKLAFARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !!**!!* * * ! !!! !! ! ! !!!! !! !*!!*!!! * !*!!!!! !!!! !!!!!*!

logo LEKLFVFIAMF
L
I
TAI IVLV I

V IASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEATMTFINTERKDE IGRLAI
VSFERMQRS IREKIQSLTI

NTDB id 74125 VroAM7 RS13200 WP 010450108.1 LEKLFVIAMFIAIILVIIASHYLSNFITSPLLKLTWAAEKVSAGDLDETTFNTERKDEIGRLAISFERMQRSIREKIQTI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !! !!*!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!! !

logo KQSQNAKELESNI
L
K
L
I
L IQRKQNDEDELQLADNKLKDEFLATTSHELRTPLHGMI

VGIAEATL IVSGANGPVIPSAASHQKYQLDI I IKSSGQRLA
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 KQQNAELESNIKLIQKQNEDLQLADKLKDEFLATTSHELRTPLHGMVGIAETLVSGANGVIPASQKYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* *! !!!**!!!! !!!!!!!!!!!!!!!!!!!!!*!!!! !*!!!!!*!*! *!!!!!!!! !!!!!!



logo

S
TLVDDLLDYHKMRYGASLMDIQKRCSAVDNLPSSATQRLVLELSHSHLLGKNKTI

LR I INQVPSESDQLPVPWVSADPQRLEQVLYNL IGNAIKY
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 SLVDDLLDYHKMRYGSMDIQKSAVNLPSATQLVLELSSHLLGNKTIRIINQVPSDLVPVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus *!!!!!!!!!!!!!! *!!!**!! !*!!! !!!!!!*!!!! !!*!!!!!!* *!*!!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SAGTVYIDDHKI
VRVQVVDTGQGIPAEQLEHI FEPL IQAGHQDASSTRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 74125 VroAM7 RS13200 WP 010450108.1 TSEGKIVISAGVIDDHIRVQVVDTGQGIPAEQLEHIFEPLIQAGQDSTRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! !!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLPLVASEDEE IASLQATQRNLSTEVLRGPHFQAVPENVLDGSVELVNPEEQPSNSLPENEPDHGPLLLYVADDEPVNLRVLDESFLRLEGYRVHRTAV
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 GTTFSFTLPVASEDEISLTQNLSVRGHFQVPEN.GVEVNEEPSLPENPDGPLLYVADDEPVNLRVLESFLRLEGYRVRTV 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQAR.LTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!*!!!*!! *!* *!!! !! * !**! * !!!!**!!!! !!!!!!!!!!!!*!!!!!!!!!!*!

logo

Q
TDGHPEQTVLEAL IVEKKREKPELLVLLDIMMPGMSGYQVCESEKLRKQHTYDHAELP I

V IMLTALNQSTDEDRVRGFEAGANDYLSKPFNKHQEL
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 TDGPETLELVEKEKPELLLLDIMMPGMSGYQVCSELRKHYDHAELPVIMLTALNQTEDRVRGFEAGANDYLSKPFNKHEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! !! * *!!!!!*!!!!!!!!!!!!!!! !! *!!!!!!!*!!!!!!!!**!!!!!!!!!!!!!!!!!!!!*!!

logo AAR IQVAHLTASKAELQRR I ENAKQLEQKSELKHQRAMQVEASLLETQGRLLEQLESAPEAI ILCLVKREDGNQKRI
VRFANEAAACKRLFKRRSTLPE

NTDB id 74125 VroAM7 RS13200 WP 010450108.1 AARIQAHLTASKAEQRRIENKQLESELKQRAQVEASLLETQGRLLEQLESAPEAIICLREDQRIRFANEAACKLFKRSLE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!!!!! !!!!! !! !!!*!! !!!!!!!!!!!!!!!!!!!!!!!*!**! ***!!!!!!!**!!*!**!

logo QLKRRSNSADEEL IAPKFYLNTI
V
E
KQEPHYCGKNIDI

VYVDEDVRQHNI
L
E
SADI

VLKRLPEQGSGLDQAVMYI FNVGGGSAVNSAATR IHYNLETAVEAVLSS
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 QLRRSSADELIAPKYLTVKQPHYCGKIDIYVEDVRQNIEADILKLPEGSGLDVMYIFNVGGGASATRIYNLETAVEVLSS 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!*!! !*!!!!!!*! * !*!!!! !!*!!*!!!!** !!*!*!! !!!! !!!!!!!! ! !!*!!!!!!! !!!

logo YAFDEGDKDKQLQKLKELGGEFTRLADKALSGENKYKQDSKQDLMRAE I
VLVDEATMI

T
H
SALDNYWERSAVSTGEQSKFATFAEQSGLWRVYLDRSTL

NTDB id 74125 VroAM7 RS13200 WP 010450108.1 YAFDGDKDQLQKLKELGGEFTRLADKALGNKKDKQDLMREILVDTMIHALDYWESATGESKFAFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!! !!!!!!!!!!!!!!!!!! ! !!!!!! *!!* ! *!! !!! *! !!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLR I ETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGSPDERSTHI EAMQRDKLQKRLLTSE
NTDB id 74125 VroAM7 RS13200 WP 010450108.1 QTRTLDKYLRIETLPKTPRWRTVLSSIEFILEHCKEQSPDRSHIEAQRDKLQRLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!! !***!!!!!!! !*!*!!! !!!!!!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


