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DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQK RENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
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APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGP AALCQFRQQGYQQALRRAGITK JAQYS TDFTFEGGA[8A
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGP AfLCQFRQQGYQQALRRAGI K PQYS T F F GGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFE GAKA
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RKLLELPEPPTA FCHCDTMAIGAIQEAKRLGLRVPQD S VGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
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KGHDVHSGSRLLETKLVVRGSAAPP|gH 335

KGHDVHSGSRLLETKLVVRGSAAPP[N [Y 348
GHDV GSRLLETKLVVRIASAAPPH 335
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