
logo MLARLGQREWALLAMVLTALLGLLWYYLL IVPTRQE IATVRQE IDRLTI ERNRGLQAQRRALPELRATIAALQAQRLAFLR
NTDB id 74052 AA2Tth RS07280 WP 143586070.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQAQRALPELRATIAALQAQRLAFLR 80
NTDB id 1025 TT RS05135 WP 011173434.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLR 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV
NTDB id 74052 AA2Tth RS07280 WP 143586070.1 ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV 160
NTDB id 1025 TT RS05135 WP 011173434.1 ALPREERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSQEANPTLATSLTLTVYVLAQGVEAETGGSTP
NTDB id 74052 AA2Tth RS07280 WP 143586070.1 QSQEANPTLATSLTLTVYVLAQGVEAETGGSTP 193
NTDB id 1025 TT RS05135 WP 011173434.1 QSQEANPTLATSLTLTVYVLAQGVEAETGGSTP 193
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


