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NTDB id 74044 AA2Tth RS04300 WP 143585246.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLTIFSR 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEG....LLKKKVKPLDIAIFTR 76
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MAVKKAQMMPTFAYEGVDRKGVKIKGELPAKNMALAKVTLRKQGVTVRNIREKRKNILEG....LFKKKVTTLDITIFTR 76
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NTDB id 74044 AA2Tth RS04300 WP 143585246.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KLFSRLYVNLVRAGETSGGLDVILDRL 151
NTDB id 1029 TT RS02230 WP 011228203.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLILDRL 151
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRV 156
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QLATMMKAGVPLVQGFEIVAEGLENPAMREVVLGIKGEVEGGSTFASALRKYPQHFDNLFCSLVESGEQSGALETMLDRV 156
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NTDB id 74044 AA2Tth RS04300 WP 143585246.1 AGFLEKELELKGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
NTDB id 1029 TT RS02230 WP 011228203.1 ASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIG 236
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AIYKEKSELLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFQDLFASFGADLPAFTQMVVNMSKWMQEYWFIMIIAIG 236
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NTDB id 74044 AA2Tth RS04300 WP 143585246.1 ALFFAY.RWYYGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAK 310
NTDB id 1029 TT RS02230 WP 011228203.1 ALFFAY.RWYYGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAK 310
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AAIAGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIR 316
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AVIAAFLEAKKRSKKFRDGLDKLALKLPIFGDLVYKAIIARYSRTLATTFAAGVPLIDALESTAGATNNVIYEKAVMKIR 316
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NTDB id 74044 AA2Tth RS04300 WP 143585246.1 LKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTLLSKIADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
NTDB id 1029 TT RS02230 WP 011228203.1 LKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
NTDB id 1016 ACIAD RS01680 WP 004920476.1 EDVSTGQQLNFAMR.VSNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGLVI 395
NTDB id 1059 ABD1 RS01610 WP 000279215.1 EDVATGQQLQFAMR.ISNRFPSMAIQMVAIGEESGALDSMLDKVATYYENEVDNAVDGLTSMMEPLIMAILGVLVGGLVI 395
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NTDB id 74044 AA2Tth RS04300 WP 143585246.1 GMFLPLFKIIGTLSVQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 GMFLPLFKIIGTLSVQ 406
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIFQMGSVV... 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIFQMGSVV... 408
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