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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 74005 K5658 RS06240 WP 221066100.1 MASRGINKVILIGNLGRDPEVRYMPNGEAVANVTIATSDSWKDP.QGNTQERTEWHNVVFYRKLAEIVGQYLKKGGKVYV 79
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPA............... 145
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGS.......GWNQAPAQTNYNQGGYSDNYAQNN 147
NTDB id 74005 K5658 RS06240 WP 221066100.1 EGSLRTRKWQDKNGQDRYTTEIIA....NEMQMLDRAGGGGGMGGGGGDP.....GPWSEATPP.TATRDRDSERYAPPP 149
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGY.....GQSQEAYQR.PAQQSRQPA..SDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGY.....GQSQEAYQR.PAQQSRQPA..PDAP 144
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FDDDIPF
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .KQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 74005 K5658 RS06240 WP 221066100.1 Q...TTTGSPAPQRPPAPPAGGGMDDFDDDIPF 179
NTDB id 1103 NMB RS07590 WP 002212976.1 S...HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 S...HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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