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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 73975 K5607 RS05825 WP 221048486.1 MQNETAQVLVVDDEPDIRELIALTLERMKLTAHAAADLAQAKALLTEQRYLLCLTDMKLPDGDGLDLVAHIQRAQPDLPVAVITA 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
NTDB id 73975 K5607 RS05825 WP 221048486.1 HGTMDTAVRALKNGAFDFVAKPIDLHQLRNLVNAALSLTRQ..TAGHGPRDRHVLLGESDAIQAIRSKIAKLSRNQAPIHISGES 168
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP..EAEEAPVDN.RLLGESPPMRALRNQIGKLARSQAPVYISGES 165
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 73975 K5607 RS05825 WP 221048486.1 GTGKELAARLIHSQGPRADKPFVAVNCGAIPPELMESEFFGHKKGSFTGAVSDKTGLFQAAEGGTLFLDEVADLPLPLQVKLLRA 253
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
NTDB id 73975 K5607 RS05825 WP 221048486.1 IQEKAVRPVGEQKETAVDVRILSASHKNLEYLVQQGAFRQDLFYRINVIQLHLPPLRERPGDIPLLARHILQRQGESQG.QACRL 337
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLEN 425
NTDB id 73975 K5607 RS05825 WP 221048486.1 TPQADAALAAYPFPGNVRELENVLERAVALCDGDEIGAEDLGLPQTAP....PLASQPESAAP.AAPLPPIAAAGLEALDSYKEE 417
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPG....A..SQE..........GAASLSEIDNLEDYLED 404
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 73975 K5607 RS05825 WP 221048486.1 LEKQTILHALEQTRWNRTAAAKQLGITFRALRYRLKKLGLE....... 458
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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