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NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 MESVDAGLPFPSPEEDETVPEVLRPVTDEMNEQPESSPVQAQQSAGIRSLIETAAMSDDSAESHASAEKDPVRALLERIG 80
NTDB id 64 F7686 RS01490 WP 224732727.1 ................................MREHSPGPVLRGADIRSIIGSVMSSEDTRGRRTTADEDPVRALLNRLE 48
consensus ******************************** *!*!! * ! !!!*! * !*!* * *!* !!!!!!! !*

logo RSGSPRDEGTADEKERVTVSVATPSTPVEMTDDLPTGPEMPADPPAAVEKSLSADATGKPDKAAPAPSSPGHYHRADPAFGI LENRVKRGMWKREAGDGEKASGETMTEQASEKPRVA
NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 RSSPDGAEEVVSAPTVETDDLPTGPEMPADPPAAVEKLAAKPDAPASSPGYHAPAGILERVKGWREGDKSGTTQSKPRVA 160
NTDB id 64 F7686 RS01490 WP 224732727.1 RSGRETDKERTVTPSPM...................SSDTGPKAAPSSPGHRDPFGILNRVRGMKEAGEAGEMEAE.... 105
consensus !! ** ! !** ******************* ! !**!!!!** ! !!! !!*! *!* ! ****
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NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 EAVDDPGIEEEISDGVVTVEELGNLADLILPKSATFTIDELSINRGENRFDFVDNARVVSEFDDIFSQSFSSTSLAAAAA 240
NTDB id 64 F7686 RS01490 WP 224732727.1 ....GPG.SEDLPDGVISVEELGSLADLILPKSATFAVEELSINRNEHNFDFVDNARVVSEFDDLFSQALSSTAFAEAAA 180
consensus **** !!* !***!!!**!!!!! !!!!!!!!!!!! **!!!!!! !* !!!!!!!!!!!!!!!*!!! !!! ! !!!
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NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 QVVTPVEEVPQPRFGFLKKLQVPKVGVAVEEYNATLHGPLVDLAMRPSPGVEEIELYPVNEPYAYVRVTYDSTTHEYTYN 320
NTDB id 64 F7686 RS01490 WP 224732727.1 EVASPSEEVPKPRFGFLQKLRPLRPEMEIEEYNPAVHGPLLDLSMRPSPGVEEIELYPVNEPYAYVRVIYDSATHEYTYC 260
consensus ! *! !!!! !!!!!! !! **** * *!!!!* *!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!*
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VLYHVEKEFLGDGL IDP
NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 VIEPVLTPGEQMLFAEIKERLFETLNITSRDLTREEARTALRDAANTIIADYGIRLDPLGREKILYHVEKEFLGDGLIDP 400
NTDB id 64 F7686 RS01490 WP 224732727.1 VLEPELTPAERELFLEIKERLFETLNITTRDLTREAARKALRDAANRIIADYGIHLDAVGREKVLYHVEKEFLGDGLIDP 340
consensus !*!! !!!*! !! !!!!!!!!!!!!!*!!!!!! !! !!!!!!! !!!!!!!*!!**!!!!*!!!!!!!!!!!!!!!!

logo VMHDKYI EDI SCDGVGNCSAP I FVYHTTYESMKTNSL ILYHDAHAVELDSFVATKLAQRAGKYI S IAEPMLDATMSDGSR IQMTLGASE
NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 VMHDKYIEDISCDGVGSAIFVYHTTYESMKTSLIYHDHVELDSFVTKLAQRAGKYISIAEPMLDATMSDGSRIQMTLGAE 480
NTDB id 64 F7686 RS01490 WP 224732727.1 VMHDKYIEDISCDGVNCPIFVYHTTYESMKTNLLYHDAAELDSFVAKLAQRAGKYISIAEPMLDATMSDGSRIQMTLGSE 420
consensus !!!!!!!!!!!!!!! **!!!!!!!!!!!!! !*!!!* !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo VTAHGSTFTIRKFREEP ITPTDL I EWHTFSPLGIAF IWLAVENAGKSC I FAGGTASGKTTTLNAI SLF IPPLAKIVTLEDT
NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 VTAHGSTFTIRKFREEPITPTDLIEWHTFSPLGIAFIWLAVENAKSCIFAGGTASGKTTTLNAISLFIPPLAKIVTLEDT 560
NTDB id 64 F7686 RS01490 WP 224732727.1 VTAHGSTFTIRKFREEPITPTDLIEWHTFSPLGIAFIWLAVENGKSCIFAGGTASGKTTTLNAISLFIPPLAKIVTLEDT 500
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo RELKLPHPNWIPS ITRDSFSQDGRGE IDMYELLRAALRQRPEYI LVGEVRGKREALTLFQAMSTGHVTYATMHADSVASAV
NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 RELKLPHPNWIPSITRDSFSQDGRGEIDMYELLRAALRQRPEYILVGEVRGKEALTLFQAMSTGHVTYATMHADSVASAV 640
NTDB id 64 F7686 RS01490 WP 224732727.1 RELKLPHPNWIPSITRDSFSQDGRGEIDMYELLRAALRQRPEYILVGEVRGREALTLFQAMSTGHVTYATMHADSVASAV 580
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HRLENPP IDNVPRNMLSALSLMS IQVQAR I
VGGQR IRRNKQL I E I LDIDPRTNEL ITNEVFRWHPATDE IRYSGKSYI LEQI

NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 HRLENPPIDVPRNMLSALSLMSIQVQARIGGQRIRRNKQLIEILDIDPRTNELITNEVFRWHPATDEIRYSGKSYILEQI 720
NTDB id 64 F7686 RS01490 WP 224732727.1 HRLENPPINVPRNMLSALSLMSIQVQARVGGQRIRRNKQLIEILDIDPRTNELITNEVFRWHPATDEIRYSGKSYILEQI 660
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MEDRGWSEERMQREELKRRQEVLEWMRIKKIRHFRDVSKVL IVSYFRDPEGTVI
V
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NTDB id 73970 MchiMG62 RS11795 WP 244987707.1 MEDRGWSEERMREELKRRQEVLEWMRIKKIRHFRDVSKVLISYFRDPETVVQRVRVDLYGEGGSA.. 785
NTDB id 64 F7686 RS01490 WP 224732727.1 MEDRGWSEERMQEELKRRQEVLEWMRIKKIRHFRDVSKVLVSYFRDPEGVIERVRSDLYGGMVRQHE 727
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !* !!! !!!! **
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