
logo MNSYERFCFNL IGHRDNLKEKKRGDEFYIKSLRNDLMVGARMNTTPFEAYLATAYVSSVAIVGLVAAVI
L IGLLTYLLRVPDEMITVYRGAV

NTDB id 73969 MchiMG62 RS11790 WP 221057125.1 MNSYERFCFNLIGHNLKKKRGDYISLRNDLMGARMTTPFEAYLATAYVSSVAVGLVAAVLIGLLTYLLRVPDMIVYRGAV 80
NTDB id 62 F7686 RS01495 WP 066956430.1 MNSYERFCFNLIGRDLKEKRGEFIKLRNDLVGARMNTPFEAYLATAYVSSVIVGLVAAVIIGLLTYLLRVPEMITYRGAV 80
consensus !!!!!!!!!!!!!* !! !!!**! !!!!!*!!!! !!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!*!! !!!!!

logo PEQFVLYALNDYKLMLLGTAIAI IT I
L I SLAL IVFGGI

LTYL IVFLLYPGIKRAGERRRNIDATLPYAINYI
VTAMSSAGITPADEVFRLLGQ

NTDB id 73969 MchiMG62 RS11790 WP 221057125.1 PQVLYALNDYKMLLGTAAITIISLLVFGGLTYLIFLLYPGIKAGERRRNIDATLPYAINYVTAMSSAGITPDEVFRLLGQ 160
NTDB id 62 F7686 RS01495 WP 066956430.1 PEFLYALNDYKLLLGTIIITLISLAIFGGITYLVFLLYPGIRAGERRRNIDATLPYAINYITAMSSAGITPAEVFRLLGQ 160
consensus ! !!!!!!!!*!!!! !!*!!! *!!!*!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!

logo STIYGESAVEARYI SRETDFFGKDLLDEALRSTVSQATPSERMREFLQGAVAS I SSGSNLTEYFRTKAHQYTLENNQQQKTF
NTDB id 73969 MchiMG62 RS11790 WP 221057125.1 STIYGESAVEARYISRETDFFGKDLLEALRSVSQATPSERMREFLQGAVASISSGSNLTEYFRTKAHQYTLENNQQQKTF 240
NTDB id 62 F7686 RS01495 WP 066956430.1 STIYGESAVEARYISRETDFFGKDLLDALRTVSQATPSERMREFLQGAVASISSGSNLTEYFRTKAHQYTLENNQQQKTF 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LETLGL IAESYVTAMVAGMLFL I I LQSVMTI LSGDSNPFLFLYI I IYL I IVPFGSMVMF IV I L I SSMTPEV
NTDB id 73969 MchiMG62 RS11790 WP 221057125.1 LETLGLIAESYVTAMVAGMLFLIILQSVMTILSGDSNPFFLYIIIYLIVPFGSMMFVILISSMTPEV 307
NTDB id 62 F7686 RS01495 WP 066956430.1 LETLGLIAESYVTAMVAGMLFLIILQSVMTILSGDSNPLFLYIIIYLIIPFGSVMFIILISSMTPEV 307
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!*!!*!!!!!!!!!!
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