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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 73765 ACRAD RS13430 WP 005024120.1 ..MRGVNKVILVGTLGRDPETKTFPNGGSLTQFSIATSESWTDKSTGERKEQTEWHRIVLHNRLGEIAQQYLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY....DEGYGQSQEA.........YQRPAQQSRQP 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY....EEGYGQSQEA.........YQRPAQQSRQP 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.....GGM...NVP....AQQGSWGQPQQPAK.. 146
NTDB id 73765 ACRAD RS13430 WP 005024120.1 EGSLRTRQWTDQNGQERYTTEIRG....EQMQMLDSGRQQGDQAGAGFGGDQGYGQPRFNN.NQGSQGGYGNGNQQGGGF 153
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.....DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNF 149
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NTDB id 1131 NGFG RS05740 WP 003695064.1 A......PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 A......SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..........QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 73765 ACRAD RS13430 WP 005024120.1 NNNNNQGGGYGNNNPGGFAPKAPQSAPASQVPADLDDDLPF 194
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N......GGNA....TRPQPAQKPAAQAEPPMDNFDDDIPF 180
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