
logo MKSLQREDQEFLQDDEKTLNPSKLQEDQSAGLKQSAPAKKRKRKFMTNVLDEAKFFLQQFNMTLDTMHNSNYGSWPFILSVKLITCWI FLI FLFALVLCAI
LGYF ILVAVIQRPQKLDEQDAIDQSTNAQAQEKQSNLLN

NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLLN 85
NTDB id 73761 ACRAD RS13135 WP 005024207.1 MSREEFDDLNQEDAKPAKRKMTLEAFLQQFNTLDTHNYGSWPFSVKLTCWIFLFLLVCAIGYFLAIRPKLEAISNAQAQEQNLLN 85
NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQEKNLLN 85
consensus !* ****** ! * **!*******!*!!!!*!!* !!!!!!*!!!*!!!!!*!**!*!*!!!**!*!*!**! *!!!!! !!!!

logo EFREKQDSKLRNLQQYQAHVQLEQEMEQRASNFNEQQLTEQLPKESTE IPSGLVEDINLMVATGVSNSGLKFKNIRLEDNSE I
V
R
KQE I

FF I EQP IADS IQEATGDYH
NTDB id 1056 ABD1 RS15860 WP 000076101.1 EFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDYH 170
NTDB id 73761 ACRAD RS13135 WP 005024207.1 EFREKDSKLRNLQQYQAQLQEMEANFNEQLEQLPKETEIPGLVEDINVAGVSSGLKFKNIRLESEIRQEFFIEQPIDIQATGDYH 170
NTDB id 1012 ACIAD RS15185 WP 004923719.1 EFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQPISIEATGDYH 170
consensus !!!!!*!!!!!!!!!! !!*!! !*!!*!!*!!!!!*!!!*!!!!!!**!!*!!!!!!!!!!! !**!!*!!!!!! !*!!!!!!

logo AFGSAFVSGSTIAALPR IVTMLHDFETVVIADEASVKSTPQSAKDENQNKTSDIPVELVDNYSAI
VKAKTYRYI

VGANVDNTDETQGPSENAQTSTADGKTVAPQAPANATSATSTTNPAAQTTGVGTQPKQ
NTDB id 1056 ABD1 RS15860 WP 000076101.1 AFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTN.TTVQPK 246
NTDB id 73761 ACRAD RS13135 WP 005024207.1 AFGSFVSTIAALPRIVTLHDFEIASTQA..QNSDIPEVNYAVKAKTYRYVGNNEQPNTTDTP.........AGGQPQ 236
NTDB id 1012 ACIAD RS15185 WP 004923719.1 AFGAFVSGIAALPRIVTLHDFVIEAKQSK.EKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQANTSTTTPAQGGTP. 245
consensus !!!*!!!*!!!!!!!!!*!!! ** **** ***!!!***!**!!!!!!!*! ** * ** * ** ***!
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