
logo MLKKI
R
I
SLPSGI EG I

P
F
G
L
Y
A
YWWQDPR I

VF IMAGAI
L
I
LLA I

V
I
LLHI

S
A
F
I
VLLTI

LHFAMPADPESAEAQASSTKE IA I
VS IRPSTESDEQVI

VKDHADFYLAQADQQGSGARFREAH
NTDB id 73756 ACRAD RS12345 WP 010699894.1 MLKKIILPGGIGLAWWQDPIFMGALLLAVILHSAILTLHFAMPDPEAAASKEIAVSIRPSSEQVKDADYLAQADQQGSGRFREAH 85
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus !!!! !* * !!!!**!**!**!!**!! *! *!!!!! ! *!!!!*!!!!* * *!*!!*!!!!!!!!!! !!!!!
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NTDB id 73756 ACRAD RS12345 WP 010699894.1 RISSQLPASSQ.QQSAGEQQQETLQQMHQQPQIQFEDKVLMTIMSWRKEAEQNQRKKALEELQSQFQAKAATAASLEAQYLQRQQ 169
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus !*!!* !!* ** ! !! ! !!! **!!* * !!*!!!!!**!! ! !! !!!!!!! !!!!!!!!!! !!!!!!!!!!!!

logo DFSRQQKRIKTVDGIQAKKQDAASAAYLDKFREKVELYGNRYYPEQEQAKAQEQQRLKTGEVQRLMVI LNAQGGIRAIRLLESSGHPTI
VLDEAAKA

NTDB id 73756 ACRAD RS12345 WP 010699894.1 DFSRQQRIKTVDGIQAKQDAAAAYLDKFREKVELYGNRYYPQQAKAERLTGEVQLMVILNAQGGIRAIRLLESSGHTILDEAAKA 254
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
consensus !!!!!!*!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!! !! ! !!! !!!!!!!!!!!!!!!!!!!!!!**!!!!!!!

logo SVRKRGAPFGRFDAGNMKDI SELR I IVRTWRFDPAEAEFEVHK
NTDB id 73756 ACRAD RS12345 WP 010699894.1 SVRKGAPFGRFDAGMKDISELRIVRTWRFDPAEAEFEVK 293
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!*!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


