logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
73753 ACRAD RS11040 WP 005018931.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1
1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
73753 ACRAD RS11040 WP 005018931.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1
1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

73753 ACRAD RS11040 WP 005018931.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

LM

1116
1086
1283
1259
1081
1060
1040
1194
1202

consensus

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

Dlzg arsr ALkt B e e

INASDLHLS G
I4 SDLH SAG
Il SDLH SAG
[EASDLHLSAG
[ASDLHLSAG
ASDLHLSAG
ASDLHLSAG PPMIRVDG
ASDLHLS G PPMIRVDG
1 koK sk sk >k ok sk ok ok ok k | %%

PMIRVEIG

ISASDLHLS G EPMIRVHG
S

R

R
PPMIRVDG R
PPMIRVDG R
PPMIRVDG R
PPMIRVDG R
PPMIRVDG R
R

R

*

ARFRVNAFNQSRGA AVFRTIPS|Y L. MEDLGLPIZIFK
ARFRVNAFNQSRGA AVFRTIPS|d L. MEDLGLPIZJIFK
ARFRVNAFNQNRGAGAVFRTIPSIQVLTMEDLGL[HNIFK
ARFRVNAFNQWRGAGAVFRTIPSIQVLTMEDLGL[MNIFK
ARFRVNAFNQNRGAGAVFRTIPSIQVLTMEDLGL[HNIFK
ARFRVNAFNQRRGAGAVFRTIPSIQVLTME LG [&% FKI3
ARFRVNAFNQNRGAGAVFRTIPSIQVLTMEDLG [2 F 'S
[ A A kokokokokokok Dok | kk  kokxk *okokokk  kokokk

BIJALR ALR
INYALESALREDPD
FWJALRSALREDPD
NPNALRSALREDPD
NPNALRSALREDPD
IMHALRSALREDPD
INALRSALREDPD
WMHALRSALREDPD
MIZALRSALREDPD
SIZALRSALREDPD
Pl ol kok

ETTEYLT EQ\-KA ?'EKE'AEIR lf\/L\F/I AT i KSH\-ASVLN\( N?NzKﬁH

HléD\/HﬁL

T | T
.WSVABKTA
SPEMTRET
TGEIWNGQ

eIl v VI B VIS VI V)

* * % *

VLVTGPTGSGKSTTLAANIDY INKH]
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM
VLVTGPTGSGKSTTLAAM

* 11 kPl Pl D Pk Pexxex!l  x  1

VLVTGPTGSGKSTTLAA“IDYINSS
V

IL GEMREWIE[ PRALINJAETGHLVE .| TLHIRBYANM
ILVGEMRDMETI YA TAAETGHLVQIGTLHTHYS Al

! DReetetnbiifSte

ILVGEMRDIZETI
ILVGEMRDIHETI
ILVGEMRDIRET I
ILVGEMRDI®ET I
ILVGEMRDMETI
ILVGEMRDIMET I
ILVGEMRDMET I
ILVGEMRDIRET I
ILVGEMRDI®ET I

NI R

LALTAAETGHLVFGTLHTN§AEIK
LA TAAETGHLVEGTLHTNIS Ap¥K
LA TAAETGHLVFGTLHTRIS ANK
LALTAAETGHLVEFGTLHTNS AEIK
LALTAAETGHLVFGTLHTNS AEK
LALTAAETGHLVFGTLHTNS AEK
LALTAAETGHLVEGTLHTNS AEIK

LALTAAETGHLVFGTLHTNS ARXK|
* | UL skl sk %1 %

ELALTAAETGHLVFGTLHTTGAAK
G

1563
155
156
156
159
155
155
155
155
155
155
155
155
155

233
235
236
236
239
235
235
235
235
235
235
235
235
235



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1 A RI

1203

PSJM300 01605 AFN76401.1

73753 ACRAD RS11040 WP 005018931.1

1019
1307
1116
1086
1283
1259
1081
1060
1040
1194
1202

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

PSJM300 01605 AFN76401.1

73753 ACRAD RS11040 WP 005018931.1

1019
1307
1116
1086
1283
1259
1081
1060
1040
1194
1202

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

PSJM300 01605 AFN76401.1

73753 ACRAD RS11040 WP 005018931.1

1019
1307
1116
1086
1283
1259
1081
1060
1040
1194
1202

consensus

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

Ry el 0

TR e e EA\/ISQ&{VKEQBW Rl El Al

DVFPAMEKIAMVREMLSESLINAVISQN
DVFPA[EKIAMVREMLSESLINAVIS QN

DVFPAEEKRMVREMLSESLNAV QN
DVFPAEEKIMVREMMLSESLRAVISQN I
DVFPAEEKWMVRIMMLSESLAVISQEN . I
DVFPAEEKIMVREMMLSESLAVISQEN . I
DVFPAEEKIIMVREMLSESL[ VISQpN I
I
*

DVFPAEEKBMVREMLSESL{MAVISQpX
kk ok |oskok ok ok ok kkk kkxk ok lkkx| xxx | xx k Pskkk |k

* kokskkok || x * * * 1%

TLDQ%{A {¥-E AEEéAEEéAggggéEEE?LKEEEEQE;r;H;&&X%voizAvNeEﬁf#EDD%RRﬂFQR PPN

VDDKISEQDALHSADSANDLRLMLKTKRGDDYGS.G...SLQNV...KIDME ..................

................... 368
................... 381
................... 372
................... 383
AAPAAGRSEPGRAGGFGRR 418
................... 347
................... 347
................... 344
................... 344
................... 345
................... 345
................... 345
................... 344
................... 344

313
315
316
316
319
315
315
314
314
314
314
314
314
314

368
381
372
383
399
347
347
344
344
345
345
345
344
344



(>4 S

non conserved
similar
>50% conserved



