logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
7370
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

1 FME97 RS00035 WP 141427370.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

>

(]

o ST

. KeEE] iKKFDEE&KAL@éAL@ ﬁKgf Kﬂ B

AKKEK
MATKKKT. .. .. NFDDITKKYGA MRLG .ANQK SV GSL
.MAKKPK. . ... KLEEISKKFGA INUANCERR . AEQKMQV GSL
.MAKKPK. . ... KLEEISKKFGA INVIANERR . AEQKMQV GSL
.MAKKPK..... KLEEISKKFGA INUANERR . AEQKMQV GSL
.MAKKPK..... KLEEISKKFGA IRVIANERR . AEQK GSL
MAKKPK. . ... KLDEISKKFGA INIANCERR . AEQK GSL
MAKKPK. . ... INIGANERR . AEQK GSL
MAKKLK. .. .. VANERE . AEQK GSL
MAKRIK..... UAREER . AEQK GSL
..................... INVIGNERK . TDTR GSL
................... K.VDTQ GSL
....... MSKDATKEISAPTDAK .SKLD GSLEILD

............ MAE. .KVQVNP
.......... MAKTE..TTSPND

RN S TEV . ND
VNG TVDHN
ILIBNNK . EVEQ

K QUi V IS AR VIIREDK . QVEK
QNS LINEK QRS ViV e AR VIRDK . QVEK
K QISAE AFSA A QEERYQ A BRI NE ) T . EQLD
SKALIWIALINIEKSFGKGRIM  DISIe[ A3

A

GS

GSL

GS

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSLEJLD
GSLEILD
GSLWLD
GSLELD
GSL LD
kDbl Exl 1

SHYNRAAISRA QEEANSIAICEAIRIMD GSQQEEN
SIENHA ALSHA QERHYS I AIRIBMD GSQQEEN
IM G
IMRLG
IMRLG
MRLG
MRLG

NN NNNNNNNNEEE N VKN NN NN NN NN

TR 'l



y A S A e
VIE ES mﬁHA EAAK ;%é& VoY Us A'$ |

NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT DELL 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT A[QKINGGINNAF IDAEHALDPEYY AINAL.GVN DELL 153
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANFNQKINGGINNAFIDAEHALDPEY\YARWALGVN DELL 153
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ANFEA\QKINGGINNAF IDAEHALDPE\YYARWALGVN DELL 153
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANINQKINGGINNAFIDAEHALDPEY\YYARWALGVN DELL 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 EIYGPESSGKTT ANFA\QKINGGIWNAF IDAEHALDPE\YYARWALGVN DELL 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT A[QKINGGINNAAF IDAEHALDPEYY AINALL.GVN DELL 153
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANFNQKIRGGINNAF IDAEHALDPEY\YYARWALGVN DELL 153
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ANFAQKIMGGINNAF IDAEHALDPE\YYARWALGVN DELL 153
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIRYQRINGGFNAF IDAEHALDPRYY A[NJL.GVN ELL 138
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT JE VJ4Q[eIe T AN IDAENA DPIAY AJWNLGVN D LL 140
NTDB id 1313 DR RS12030 WP 010888966.1 EEIYGPESHGKTT AQAQKAGGTCAFIDAEHALDPVYARALGVNEDELL SQPDIIGEQALE T}yl 152
NTDB id 73701 FME97 RS00035 WP 141427370.1 EIYGPESSGKTT AIYNQKINGGINNAF IDAEHAIIDRIAY A[MJSL.GV DNLL SQPDIYGEQALETIFN 145
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIFNQKUGGEINAAF IDAEHAIRDUNSIY AIRNI.G N EL SQPDNGEQALET[Y 148

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT

NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0OK783 RS03845 WP 003688695.1
NTDB id 1427 RS RS02760 WP 011000510.1
NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

AINMOKINGGUISAF IDAEHA LDYAYY APSNL. GV Ng§D Ll SQPDIRAGEQALEI\Y 139
ARMGOKINGGUASAF IDAEHALDYRY AJQIL.GV iy L SQPD GEQALEI)® 141
AINMOKNIGGNASAF IDAEHALDUASIY ANSIL.GV N SQPD GEQALET]H 141
AQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELL SQPDNGEQALEIC 156
VMMAF DAEHAIRDPNY ARANL G V]S GEQALETI[¢ 140
VIGAF DAEHA3DPRYY ARRNL G V] GEQALEI|¢ 140
VMMAF DAEHAFDPNY ARANL G V]S GEQALEI[Y 140
INGAFTDAEHALDYMYY APINL G V] GEQALEIIN 148
GEQALEI[¢ 139
GEQALETI[¢ 139
SQPDIYGEQALETIlN 139
SQPDEIGEQALEIEA 139
SQPD GEQALEIpy 139
kx PPkl bxlkl % ko Dok |

HHHHHHHH

EIYGPESSGKTT
EIYGPESSGKTT
Rk DLTERDD D% % %% 1 % Lk

el —H H HHH

T e 1 T kkkrk ]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
7370
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

LAY

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

1 FME97 RS00035 WP 141427370.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
€694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1

RS RS02760 WP 011000510.1 V DSVAAL|PKAEI
A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAET
GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET
ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAET
ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAETI

PSJM300 05545 AFN77183.1 VDSVAALWYPKAET

sk LLLEEL Dkl

50, v LG Sl ol

G WMGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIBJGLQAR
G MGD GLQAR
GDMGDS  GLEIAR

GDMGDWNHVGLQAR
GDMGD[HVGLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
MGD [FGLQAR
MGDSH GLQAR
MGDSH GLQAR
MGDSH GLQAR
MGDSH GLQAR
MGD HVGLQAR

GDMGDEHVGLQAR

F Uk D Lkok DLkl Lok e Lkl |

NN

ey

Tk |

|

L

*

EUTT R

233
232
232
232
232
232
232
232
232
217
219
231
224
227
219
221
221
235
219
219
219
227
218
218
218
218
218



IO Rl s Bl
A‘_>-;1ﬁ\lK. IKNKu VAN g %VET/J,_ =2 QE L VQLID

NTDB id 600 KW2 RS01765 WP 011675413.1 KVVKNKVAPPF IM GEGISGEL N 308
NTDB id 269 KZH43 RS08665 WP 001085462.1 KVVKNKVAPPF IMYGEGIS K 307
NTDB id 228 SPD RS09265 WP 001085462.1 KVVKNKVAPPF IMYGEGIS K 307
NTDB id 194 SPR RS08825 WP 001085462.1 KVVKNKVAPPF IMYGEGIS K 307
NTDB id 159 SP RS09750 WP 001085462.1 KVVKNKVAPPF IMYGEGIS K| 307
NTDB id 527 SMSK321 RS11065 WP 001085454.1 KVVKNKVAPPF IMYGEGIS K| 307
NTDB id 499 SM12261 RS08315 WP 078228268.1 KVVKNKVAPPF IMYGEGIS K 307
NTDB id 453 Spy49 1753c ACI62003.1 KVVKNKVAPPF IMYGEGIS K| 307
NTDB id 408 SMU RS09530 WP 002262392.1 KVVKNKVAPPF IYGEGIS K 307
NTDB id 115 BSU 16940 NP 389576.2 e KVVKNKVAPPF IMYGEGIS D 288
NTDB id 625 LCA RS02525 WP 011374196.1 e KVVKNKVAPPF D 290
NTDB id 1313 DR RS12030 WP 010888966.1 e e KVKNKVAPF G 303
NTDB id 73701 FME97 RS00035 WP 141427370.1 KVVKNKVAPPF D 295
NTDB id 1334 RAOC RS04870 WP 004918236.1 e KVVKNKVAPPF D 303
NTDB id 1245 Cj1673c YP 002345041.1 e KVVKNKVAPPF DY 290
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IMKVVKNKVAPPF DY 292
NTDB id 1211 C694 RS00795 WP 000963128.1 e IMKVVKNKVAPPF DY 292
NTDB id 1389 A4U84 RS07560 WP 021112712.1 KVVKNKVAPPF I 306
NTDB id 1130 NGFG RS03960 WP 003688695.1 e KV KNKVAPPF D 290
NTDB id 1124 NGFG RS03960 WP 003688695.1 e KV KNKVAPPF D 290
NTDB id 1123 0K783 RS03845 WP 003688695.1 KV KNKVAPPF D 290
NTDB id 1427 RS RS02760 WP 011000510.1 e KVVKNKVAPPF D 298
NTDB id 1165 A1552VC RS01565 WP 000344154.1 e KVVKNK APF D 289
NTDB id 1142 GTF74 RS11550 WP 000344154.1 KVVKNK AI\PF D 289
NTDB id 1074 ABD1 RS10195 WP 000344167.1 e KVVKNK APPF D 289
NTDB id 1022 ACIAD RS06390 WP 004925639.1 KVVKNK APPF D 289
NTDB id 1205 PSJM300 05545 AFN77183.1 e KVVKNKVAPPF D 289

consensus 1l ! s Uk |11



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
7370
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

1 FME97 RS00035 WP 141427370.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

YSYIANKIGQG
YSYIANKIGQG
YSYMENKIGQG
VS Y@K IGQG
Y YRKIGQG

* %

DNNGVVQQQAEETQEEL.EFE.E

IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEAAE. .. .SKKDE....VAQVDS.
IDGEETAE....SKKDE....AAQVDS..
LEESEEESAMAVASE. ...... E.....
IEEDNTEEKQSSKEK....... ETDEK. .

LBt By ot e EECR e vBEEY. L DLeDE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED.

.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVTLDLGDE
VNEEVTLDLGDE
. . TDDLALDLDNG
ADKNLVLELDDT

..... EGTQDETD........GERPEE.........
..... EGTQDETD........GERPEE.........
..... EGTQDETD........GERPEE.........

..... V.TLAEEVEED.......

..... LIAETSSAADDVE. .FGAVPEEF........
..... LIAETSSAADDVE. .FGAVPEEF........

..... AVQ.I.EDEEEPD....
..... TAA .HDETEEEPD. ...
..... KATPVAEDLADAD. ...

387
381
381
381
381
377
377
373
378
348
355
363
337
343
343
347
347
372
348
348
348
352
354
354
349
349
347



logo

LEIELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 ....... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 LEIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 LEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 LEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 LEIEIEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 LEIEIEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 LEIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 IEIED. . 378
NTDB id 408 SMU RS09530 WP 002262392.1 IELED. . 383
NTDB id 115 BSU 16940 NP 389576.2 ....... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ....... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ....... 363
NTDB id 73701 FME97 RS00035 WP 141427370.1  ....... 337
NTDB id 1334 RAOC RS04870 WP 004918236.1  ....... 343
NTDB id 1245 Cj1673c YP 002345041.1 ....... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ....... 347
NTDB id 1211 C694 RS00795 WP 000963128.1  ....... 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ....... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ....... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ....... 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1  ....... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ....... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ....... 354
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ....... 349
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ....... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ....... 347
consensus

X non conserved
B similar
> 507 conserved



