
logo MNKWLKGAVI
LVF IVGGFATITVTI SL IVYHQKPKAPLNNQPNSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL

NTDB id 73635 DO80 RS06825 WP 108303701.1 MNKWLKGALVFVGGFATIVTISLIYHQKPKAPLNNQPNLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL 85
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logo NSKEMNSYSKEETFKTNSPSP IDEPKNTNTTPPKKDFSLKQLDLLAASR ITPFKQSPKNYEENL I FPMVDNPKGIDGFTNLKEKDIATNENKL
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logo LRTITADKMIPAFL ITP I SSQIAGKVIAQVESDI FAHSMGKAVL IPKGSKVIGYYSNNNKMGEYRLDIVWSR I ITPHGINIMLTNA
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logo KIAP IVVIREGSRVF I SPNTDI FFP IPKRENEVIAEFLKO
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