
logo MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI LRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV
NTDB id 73622 DO80 RS00105 WP 108304348.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VAVRLVVKRRKIDHQQNIQSDSKQYLQAI LNQFENKEVYENQYFLVLESATHSLHQGVLEHKKKSLMHANRENFKDI LSYKAHYFLQETL
NTDB id 73622 DO80 RS00105 WP 108304348.1 VVRLVVKRRKIDHQQNIQSDSKYLQAILNQFENKEVYENQYFLVLESAHSLQGVLEHKKKSLMHANRENFKDILSYKAYFLQETL 170
NTDB id 1219 C694 RS00105 WP 000890508.1 VARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILSYKAHFLQETL 170
consensus ! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo KSLE IQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASS ITFEKDYF IQESFNQKTYNRL IG IKAYESER ITS
NTDB id 73622 DO80 RS00105 WP 108304348.1 KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS 255
NTDB id 1219 C694 RS00105 WP 000890508.1 KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IA IGALLYQETPLDI I FS I EPMSVHNKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNI L IKAPSLEDNLDATQTSLV
NTDB id 73622 DO80 RS00105 WP 108304348.1 IAIGALLYQETPLDIIFSIEPMSVNKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLEDLDTQTSLV 340
NTDB id 1219 C694 RS00105 WP 000890508.1 IAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!

logo LGLLFKENLVGVI ETFGLKGGYFSFFPER IHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ
NTDB id 73622 DO80 RS00105 WP 108304348.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
NTDB id 1219 C694 RS00105 WP 000890508.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EVSHKNNAKE IARVNGHTL I IGATGSGKSTL I SFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGKQSFS INPFCLEPNLQN
NTDB id 73622 DO80 RS00105 WP 108304348.1 EVSHNNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGKSFSINPFCLEPNLQN 510
NTDB id 1219 C694 RS00105 WP 000890508.1 EVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGQSFSINPFCLEPNLQN 510
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo LEFLQSFFLSMFDLAPSRDKEALEDMNAI LSGSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNS
NTDB id 73622 DO80 RS00105 WP 108304348.1 LEFLQSFFLSMFDLAPSRDKEALEDMNAILGAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSS 595
NTDB id 1219 C694 RS00105 WP 000890508.1 LEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AFLNVINLDTITQNPKDLGLLAYYLFYKI LEESRKNDSGFLVFLDEFKSYVENDLLNATKINAL ITQARKANGVVVLALQDIYQLS
NTDB id 73622 DO80 RS00105 WP 108304348.1 AFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNAKINALITQARKANGVVVLALQDIYQLS 680
NTDB id 1219 C694 RS00105 WP 000890508.1 AFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLS 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GVKNAHSFLSNMGTL I LYPQKNARELKHNQFNMVPLSETE I SFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKI FNSDSSH
NTDB id 73622 DO80 RS00105 WP 108304348.1 GVKNAHSFLSNMGTLILYPQKNARELKHQFNMPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSH 765
NTDB id 1219 C694 RS00105 WP 000890508.1 GVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSH 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VNSKVKALQKDYPKTEWREKLLKRS
NTDB id 73622 DO80 RS00105 WP 108304348.1 VNKVKALQKDYPKEWREKLLKS 787
NTDB id 1219 C694 RS00105 WP 000890508.1 VSKVKALQKDYPTEWREKLLRS 787
consensus ! !!!!!!!!!! !!!!!!!*!
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