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NTDB id 73531 FNL60 RS05945 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIA..GNGVFICNECVELSQEIIREELAEEVLA.....DLSEVPKPKELLAILDSYVI 76
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIA..GNGVFICNECVELSQEIIREELAEEVLA.....DLSEVPKPKELLAILDSYVI 76
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NTDB id 379 SMU RS04375 WP 002262816.1 GQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENIL 161
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NTDB id 73531 FNL60 RS05945 WP 002262816.1 LKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIV 246
NTDB id 379 SMU RS04375 WP 002262816.1 LKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIV 246
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NTDB id 379 SMU RS04375 WP 002262816.1 GGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKILTEPKNALVKQ 331
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