
logo MTETGFRYS I LASGSSGNSFYLETPQKR I L IDAGLSGKKI SQLMAE IDRKVDDVDAI LVTHEHKDHIHGVGVLARKYGLDVYANA
NTDB id 73523 FNL60 RS03395 WP 002279972.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ATWQAMDGSMIGKIDVSQKHI FDLGKTITFGDIDI ESFGVSHDAAQPQFYRLMKDGKSFVI
LLTDTGYVSDRMADL I ENADGYL I ES

NTDB id 73523 FNL60 RS03395 WP 002279972.1 ATWQAMDSMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVLLTDTGYVSDRMADLIENADGYLIES 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo NHDI E I LRSGIYPWSLKQR I LSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD
NTDB id 73523 FNL60 RS03395 WP 002279972.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TSPDTALPLAKI
NTDB id 73523 FNL60 RS03395 WP 002279972.1 TSPDTALPLAKI 267
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus !!!!!!!!!!!!
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