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IAF IFly IV YHEFGHF FA SGILVREFAIGMGPK FAHPNGKDGTE\YTIRILPLGGYVRMAGWGEDT EIKTGEPA
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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LTLNKEGWYVIYRTI LSDRQVDISTALPMNVTAYDLEDKLIRITGIIVLINETKTYIJVDHDATIVEEDGTE RIAPMDVQYQASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLTI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
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TNFAGPMNNFILG JJVFEY LIMFVQGGVQD -'S - Niz| VRS ANEVEOAG LKARDAT * [NI[eK KVis| W [NLERA EYES TEIIRMKIY
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
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PUKA . GEARNT ISVHPISKY GRYN GVEIPE] KTGIEEDKING FigM W' GAIRYILNGLKGLIIN IYSLNKLGGPVAR QIRSNEYA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

GO DL ALCH L GRS LA L AT

IAAGIFNY L LM MLSINLGIFNL PIPALDGGKI MNIJIENYIR KPLISQEQNE YITLAGV|® MVEALMIAVTWNDIMRAFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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