
logo MLVALNEEKERVLATTALRKTQYFCPVCGKQVI LKRGLKVI SHFAHKHLAEQKCFNNESTIKHYKSKL I LAQI
MIQQQGFCKVE I EPF

NTDB id 73357 GOZ34 RS04610 WP 155978065.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNESIKHYKSKLILAQIIQQQGCKVEIEPF 85
NTDB id 26 SA RS04860 WP 000959282.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKVEIEPF 85
NTDB id 42 MW RS04740 WP 000959293.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKVEIEPF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!*!!!!!!!

logo LKE IKQIPDI L INNKYVI ELQYSP I SPYKQI LQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHQSLMF INPFITRKLHTFNLEKKQI
NTDB id 73357 GOZ34 RS04610 WP 155978065.1 LKEIKQIPDILINNKYVIELQYSPISYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPITRKLHTFNLEKKQI 170
NTDB id 26 SA RS04860 WP 000959282.1 LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKLHTFNLEKKQI 170
NTDB id 42 MW RS04740 WP 000959293.1 LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKLHTFNLEKKQI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!*!!!!!!!!!!!!!!

logo MMFQQIQYI
LGGHKYVAEKRNVAKMI ISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVYHNYGYI FP

NTDB id 73357 GOZ34 RS04610 WP 155978065.1 MMFQQIQYIGGHKYVAEKRNVKMSELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVHNYGYIFP 255
NTDB id 26 SA RS04860 WP 000959282.1 MMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVYNYGYIFP 255
NTDB id 42 MW RS04740 WP 000959293.1 MMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVHNYGYIFP 255
consensus !!!!!!!!*!!!!!!!!!!!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo EQIY IKENHP I EWQLQVDLWLKNGEKS IKLVSNDNLNYFKLKKF IVGALESKTAI I EKL INNYLNI SCSDRGNDVQI LF
NTDB id 73357 GOZ34 RS04610 WP 155978065.1 EQIYIENHPIEWQLQVDLWLKNGESILVSDNLNYFKLKKFIVALESKTAIIEKLINNYLNISSDRGNDVQILF 328
NTDB id 26 SA RS04860 WP 000959282.1 EQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDRGNDVQILF 328
NTDB id 42 MW RS04740 WP 000959293.1 EQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDRGNDVQILF 328
consensus !!!!!*!!!!!!!!!!!!!!!!!*!*!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!
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