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NTDB id 73321 SAP2 RS08960 WP 031266496.1 ..MFSKYVIKKGDMVIQPIDTKERKYGGTRILKYKQQIEEVKDRTHKIIERSCRFYGSSYHFKKEDTIRITGIISKPPILFTPLF 83
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTPLF 85
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTPLF 85
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NTDB id 73321 SAP2 RS08960 WP 031266496.1 PTYFFPTHSDRKDENAWINIHYVQHIKRLKDRKCKITFVDEQTLNIDISAHSMRHQYLNAIYYYYMMDRAARIATFDPDAPIDYT 168
NTDB id 39 MW RS04875 WP 000287265.1 PTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPIDYN 170
NTDB id 23 SA RS04995 WP 000287265.1 PTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPIDYN 170
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NTDB id 73321 SAP2 RS08960 WP 031266496.1 KPQLNIYEALAKYSLFEHK 187
NTDB id 39 MW RS04875 WP 000287265.1 KATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 KATLNVFEALTRYSLFEDK 189
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