
logo MKI F ICEDDPVKRQRDENSMVSTI IDKNYIMI EEKPME IALATDGDNPYAE I
VLEEQATKNMQNQDGI

VGCYFLDIQLDSATDINGIKLAGSE IRKHDPVGNI I
NTDB id 73304 SAP2 RS04475 WP 142019518.1 MKIFICEDDVRQRDSMVSIIDNYIMIEEKPMEIALATGDPYAILEETKNQQGVGCYFLDIQLDADINGIKLASEIRKHDPVGNII 85
NTDB id 7 SA RS10585 WP 000688492.1 MKIFICEDDPKQRENMVTIIKNYIMIEEKPMEIALATDNPYEVLEQAKNMNDIGCYFLDIQLSTDINGIKLGSEIRKHDPVGNII 85
consensus !!!!!!!!!**!!* !!*!! !!!!!!!!!!!!!!!! !! *!! !! * *!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!

logo FVTSHSELTYLTFVYKI
VAAMDF I FKDDPAEELKRSTR I IDC I

LETASEHTRLNQLLSKDNSSVETI ELKRGSNSVYVQRYDDIMFFESSSTKSHR
NTDB id 73304 SAP2 RS04475 WP 142019518.1 FVTSHSELTYLTFVYKIAAMDFIFKDDPEELKSRIIDCIETSETRLNLLSKDSSVETIELKRGSNSVYVRYDDIMFFESSSKSHR 170
NTDB id 7 SA RS10585 WP 000688492.1 FVTSHSELTYLTFVYKVAAMDFIFKDDPAELRTRIIDCLETAHTRLQLLSKDNSVETIELKRGSNSVYVQYDDIMFFESSTKSHR 170
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!! !!**!!!!!*!! *!!!*!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!

logo L IAHLDNRQI EFYGNLKELSQLDDERFFRCHNSFVVNRHNI ES IDSKER IVYFKNNKQEHYCYASVRNI
VKKI

NTDB id 73304 SAP2 RS04475 WP 142019518.1 LIAHLDNRQIEFYGNLKELSQLDERFFRCHNSFVVNRHNIESIDSKERIVYFNNQEYCYASVRNIKKI 238
NTDB id 7 SA RS10585 WP 000688492.1 LIAHLDNRQIEFYGNLKELSQLDDRFFRCHNSFVVNRHNIESIDSKERIVYFKNKEHCYASVRNVKKI 238
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !*!!!!!!!*!!!
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