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NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 MSKTNRPSQTMRHGPMRGRGPAEKAKDFKGTMKKLIGYLKPYHLNIIVAFIFTAFSVVFMVIGPKILGNATTEIANGLSA 80
NTDB id 370 SMU RS04260 WP 002263294.1 .......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA. 56
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NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 KLSGTGGIDFNRIAEILMMLIGLYLISVLCNLIQSWLMAGVAQKVTYNLRNEMAAKVDRLPFSYFDTHSNGDILSRFSND 160
NTDB id 370 SMU RS04260 WP 002263294.1 .....GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTND 131
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NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 ADLIQQSMSTALAQLLSAAVQLVGFLIMMLSISWQMTLVALIVVPLSLILVTTVVKHSQKFFAKQQASLGNVNGHIEEMY 240
NTDB id 370 SMU RS04260 WP 002263294.1 VDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVY 211
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NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 SAHLIMKAFNGEERSISEFNELNDELYNSAWKSQFLSGLMQPISIFVGNLGYVGVVILGGYLTMNGIIAIGDIQSFITYV 320
NTDB id 370 SMU RS04260 WP 002263294.1 SGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYV 291
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NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 RSFNQPISSIAQNMNVLQSTAAAAERVFEFLDETEEIPETSTPVEVFDEHGETKIKGQVTFENVHFGYTPEKTIINDFSM 400
NTDB id 370 SMU RS04260 WP 002263294.1 RIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHK......VKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSA 365
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NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 YIKPGKKIAIVGPTGAGKTTIIKLLMRFYELNSGAIYVDGIKTTDMRRSDLRSLFGMVLQDAWLFNGTVMENLRYGKLDA 480
NTDB id 370 SMU RS04260 WP 002263294.1 HAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHI 445
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NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 TDEEVMKAADAAYVDHFIRTLEHGYDTMINEESSNISQGQKQLLTIARAFLADPKILILDEATSSVDTRTEVLIQKGMEK 560
NTDB id 370 SMU RS04260 WP 002263294.1 TDEQVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDH 524
consensus !!! !* !! ! !*!!!*!!**!!!!** **! *! !!!!!!!!!!! ! !***!!!!!!!!!!!!!!! !!!**!**



logo LMEGNRTSFVIAHRLSTIRDNADL I LVMKRDGDNI IVEAQGNSHDEDQLMAKENGFYATDQLYNSQFETEEVA
NTDB id 73286 Aargi30884 RS04995 WP 115715274.1 LMENRTSFVIAHRLSTIRDADLILVMKDGDIVEAGNHEDLMKENGFYTQLYNSQFEEE.. 618
NTDB id 370 SMU RS04260 WP 002263294.1 LMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!! !!!!!!!!!!!!!! !!!!!!!*!! !*! ! !* !! !!!!! !!!!!! !!**
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